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Figure S1 Identification and functional annotation of DEGs at four developmental stages of
pak choi sprouts. A: DEGs between different groups; B: Volcano map of DEGs between 1d and
0d groups; C: Volcano map of DEGs between 2d and 1d groups; D: Volcano map of DEGs
between 6d and 2d groups; E: Common and specific DEGs between groups; F: DEGs KEGG
enrichment analysis between 1d and 0d groups; G: DEGs KEGG enrichment analysis between 2d

and 1d groups; H: DEGs KEGG enrichment analysis between 6d and 2d groups.



