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Supplementary Figure legends

Figure 1
Pathway analysis of cell cycle-related genes in NSPCs cocultured with h-iSCs relative

to NSPCs monocultures.

Figure 2
Pathway analysis of cell cycle-related genes in NSPCs cocultured with h-MSCs relative

to NSPCs monocultures.

Figure 3
Pathway analysis of cell cycle-related genes in NSPCs cocultured with h-iSCs relative

to NSPCs cocultured with h-MSCs.

Figure 4
Pathway analysis of apoptosis-related genes in NSPCs cocultured with h-iSCs relative

to NSPCs monocultures.

Figure 5
Pathway analysis of apoptosis-related genes in NSPCs cocultured with h-MSCs relative

to NSPCs monocultures.

Figure 6
Pathway analysis of apoptosis-related genes in NSPCs cocultured with h-iSCs relative

to NSPCs cocultured with h-MSCs.



