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Table S1

Human Reference Dataset

HD1

HD2

HD3

HD4

HD5

HD6

HD7

HD8

HD9

HD10

HD11

HD12

HD13

HD14

HD15

HD16

Summary of Datasets

Original Database

GWAS

UNIPROT

Malacards DB -
Leishmaniasis

Malacards DB - Cutaneous
Leishmaniasis

Malacards DB -
Mucocutaneous
Leishmaniasis

Malacards DB - Visceral
Leishmaniasis

Malacards DB - Cutaneous
Leishmaniasis - Downreg.
Genes

Malacards DB - Cutaneous
Leishmaniasis - Upreg.
Genes

Disgenet - Leishmania

Disgenet - Cutaneous
Leishmania

Manual literature curation

Humanmine - KEGG
Leishmaniasis pathway

NCBI - OMIM

NCBI - Nucleotide

NCBI - Gene

NCBI - Protein

Reference

EBI GWAS Catalog
(www.ebi.ac.uk/gwas/)

Uniprot (www.uniprot.org)

MalaCards-the human disease
database
(http://www.malacards.org)

MalaCards-the human disease
database
(http://www.malacards.org)

MalaCards-the human disease
database
(http://www.malacards.org)

MalaCards-the human disease
database
(http://www.malacards.org)

MalaCards-the human disease
database
(http://www.malacards.org)

MalaCards-the human disease
database
(http://www.malacards.org)

Disgenet-database of gene-
disease association
(http://www.disgenet.org)

Disgenet-database of gene-
disease association
(http://www.disgenet.org)
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Humanmin-integrated
database of Homo sapiens
genomic data
(http://www.humanmine.org)

NCBI OMIM database

(www.ncbi.nlm.nih.gov/omim)

NCBI Nucleotide database
(www.ncbi.nlm.nih.gov/nuccor

e/)

NCBI Gene database
(www.ncbi.nIm.nih.gov/gene)

NCBI Protein database

Source Data

Database

Database

Database

Database

Database

Database

Database

Database

Database

Database

Literature

Database

Database

Database

Database

Database

Number of retrived
proteins

14

17

20

51

46

45

57

73

27

51




Table S2

GEnes
[ ABLAS CACLS [HADOB  |WaKa NFKBIB __ |5PTA1
ACO1 CHCLE |HLA-DPAY  [WER2 NKG7 SPTR
ADAMDECT [ONCLD [HLa-Dra1 [mGAd NLRP3 55T
AKT1 CHCA1 LA baAl [mGAM NS 2 STATI
[AcP1 CXCRZ [HLa DA [meax NROBZ STAT3
AQPR CXCR3 [HLa-paE1 [meel NR1IZ Emm
ARG 1 CYRA |HLA-DRA — [ITGR2 OGN TAR1
ATONT CYRD [HLa-DREY 1ak1 ORZTA TARZ
BCARL DCAFT | (e ) ORGAZ DO
HLLY D& il HLA-TIIREA T HEIM PiREF TFHE
RESTA [iCTE] HLA-DRES [IUN PG TGFR1
BPIFC DPpd | NS KIRZDL3 | PIKACA TGFRZ
C108 ELK1 | (S T (e PIKACG TGFBY
L3 EMNTMIZ IH’h-I’.IlI'-I- LAds3 FITKER] TLR}
CAT ENTPDE D01 LANMP] PROZL1 TLR3
CARDI1  |EPSTIL  [IER3 LAMP? PRARG TLR4A
[RREL EXDSCT  |IFNAR] LAMIORY  |PRONZ TLRY
COLE FZR | e L2 PRF1 TLRH
COL0 FAMZOC  [IFNG LMLN PRKCE TLRD
[TNFL FAS [iFnGR1  [LTA PSR TMCOSE
[TTE) FASLG liFnGR:  [1ve PGS TNF
COL3L1 FASN | MAPIKS  |PTPN] TNFRSFIR
COL3L3 FCERIG  [WGLL1 MAPR FTPNZ TNFRSFA
L4 FCERZ IKBKD MAPKI1  |PTPNG TRAF1
criaLl FCGR1A |10 MAPKLZ | PYY TRAFZ
COLAL FCGR1E  JILIDRA MAPKIZ  |RABSA TRAF3
LS FeGRIA  JiLiza MARK1A RABTA [TRAFS
CoLy FCGRZC  |IL12R =] RARRESY  |TRAFG
COR FOGR3A i3 MAPKE REG 1A TRINES
CORS FCGRIE  IL1S MAPKS REG1E IS
CORT FEME Jiaza MARCKSL] |REGHA JUBD
COZ0D FH | [KE MEBLZ REL ucmz
COAD FU1 | ETIg MIF RELA VAMP3
€040 FLI |iL1a MNP RORC VAMPE
CM0LG  |FOS | (TET3} MNP ROS1 VETMZA
CORA FOMP3 | [ELIE PMPE SIDDAR  |WARS
CHUK GEPD |1z MONZ SID0AS vyl
CLECAD  |GRFL JiLz1 P SUGEIAL
COL1A1 _ |GRP [nzz MPL SEC22R
[CR1 GRPS |[FE MROHG  [SELL
CREBEP  |GNLY [iLzRa MT-CYE  |SERPINAL
CRIF GTFIC Jizee BAT 104 siciiad
C5NKIAL  [GZMA | [TE2 MTOR SLCS2A2
CTLAA GIME | [EF AIYDER SLCRA4
CTSH GIMH | EE] NCF1 SLP|
0L GIMK JiLa MCF2 SNK10
CHCL10 HLA-A fis MO SOC51
[ LR HLA-B Illﬁ MEURODI %0453
C0CLZ HLA-DME  [INSLS MFKE] SOXS
FIE HLA-DOA  [IRAKL MEKBIA  |SPID




Table S3

SHARED APID -Biogrid

ABL1 CBLB ESR1 IKBKE MAP3K1 PAG1 NFKB2 RASA1 SYK VCP
ABL2 CD247 FADD IKBKG MAP3K11 PAK1 NR3C1 RET TANK WAS
ADAM15 CD38 FGFR1 IL4R MAP3K14 MAP3K1 PAG1 RIPK1 TBK1 XIAP
APPL1 CD3E FGR IL6ST MAP3K2 MAP3K11 PAK1 RIPK2 TEC YES1
AR CDC25C FOX03 INPP5D MAP3K3 MAP3K14 PDCD6IP RIPK3 TGFBR1 YWHAB
ARHGAP32 CDC37 FRS2 INPPL1 MAP3K5 MAP3K2 PDGFRA RPS6KA3 TGFBR2 YWHAE
ARRB1 CDKN1B FYB INSR MAP3K8 MAP3K3 PDGFRB SH2B2 TICAM1 YWHAG
ARRB2 CFLAR FYN IRS1 MAP4K1 MAP3K5 PECAM1 SH2D1A TIRAP YWHAQ
ASAP1 CRK GAB1 IRS2 MAPK8IP1 MAP3K8 PIK3CB SH2D2A TNFAIP3 YWHAZ
AXL CRKL GAB2 IRS4 MAPKS8IP3 MAP4K1 PIK3R1 SH3BP2 TNFRSF10A ZAP70
BCL10 CSF1R GAB3 ITCH MAPT MAPKS8IP1 PIK3R2 SH3KBP1 TNFRSF10B

BCL3 CSF2RB GHR ITK MAVS MAPK8IP3  PIK3R3 SHB TNFRSF11A

BCR CSK GRAP2 JAK3 MBP MAPT PLCG1 SHC1 TNFRSF1A

BID CTNNB1 GRB10 KHDRBS1 MDM?2 MAVS PLCG2 SKAP2 TNIP2

BIRC2 CYLD GRB2 KIT MDM4 MBP PRKCA SLA TNK2

BIRC3 DNAJA3 GSK3B LAT MET MDM2 PRKCD SMAD3 TP53

BLNK DOK1 HCK LCK MST1R MDM4 PRKCQ SMAD7 TRADD

BMX DOK2 HDAC3 LCP2 MUC1 MET PRKCZ SNCA TRAF3IP2

BRAF DUSP1 HDAC6 LRRK1 NCK1 MSTI1R PTEN SOS1 TUBA1A

BTK EGFR HDAC7 LRRK2 NCK2 MUC1 PTK2 SOS2 TUBB

BTRC EP300 HIF1A LYN NCOA1 NCK1 PTK2B SQSTM1 TYK2

CASP10 EPOR HSP90AA1 MALT1 NCOA3 NCK2 PTPN11 SRC UBASH3B

CASP3 ERBB2 HSP90AB1 MAP2K1 NEDD4 NCOA1 PTPN22 STAP2 UBC

CASP8 ERBB3 HSPA1A MAP2K4 NEDD9 NCOA3 PXN STATS5A UCHL1

CAV1 ERBB4 HSPAS8 MAP2K6 NFKB2 NEDD4 RAF1 STATS5B VAV1

CBL ERRFI1 IGF1R MAP2K7 NR3C1 NEDD9 RAPGEF1 STUB1 VAV3
Table S4

Selected genes

BIRC2 NCK2

CASP8 NFKB2

CAV1 RIPKC2

EPOR RPS6KA3

FOXO03 SMAD7

GAB1 TANK

ILAR TGFBR1

IL6ST TNFAIP3

INSR TNFRSF10A

LCP2 WAS

K4 XIAP
Table S5

Gene Forward Reverse

TNF CTGCACTTTGGAGTGATCGG TGAGGGTTTGCTACAACATGGG

IL1B CACX3ATGCACCTGTACGATCA GTTGCTCCATATCCTGTCCCT

IL1IA AGATGCCTGAGATACCCAAAACC CCAAGCACACCCAGTAGTCT

IL6 AGAGGCACTGGCAGAAAAC TGCAGGAACTGGATCAGGAC

BIRC2 AACTCTTGGCCTTTCATTCG TGCTTTTGTTGTGATGGTGG



CASP8
CAV1
EPOR
FOXO03
GAB1
ILAR
IL6ST
INSR
LCP2
MAP3K14
NCK2
NFKB2
RIPK2
RPS6KA3
SMAD7
TANK
TGFBR1
TNFAJP3
TNFRSF10A
WAS
XIAP
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GAPDH
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AGGCCAGATCTTCACTGTCC
TCCCTTCTGGTTCTGCAATC
CAGGCCAGATCTTCTGCTTC
AGTTCCCTCATTCTGGACCC
TGCGTAACACGAACCATCTC
TGATTTCTTCCAGCTGTGTGT
CAGCATGAATCCAGTCCAGA
GTCGGGCTGAGAACAGTTG
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TGGGTTAATCTCCTCCTCTCC
CCAGGCTCCAGAAGAAGTTG
TTTATTGAGTTGCTCGCCAA
TTGTCTTTTGTACAGAGGTGGC
ACAGCTTTCCGCATATTGCT
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