Table S1 The primers utilized for qRT-PCR analysis

Gene Forward primer (5'—3°) Reverse primer (5" —3°)
TraesCS4B02G287800 TCTCCTCACTCCACGCTCCT CCTCGTTCGTTCGCCTATC
TraesCS4D02G286500 TCACTCCACGCTCCTTCC CGTCCGTTCGCCTATCAA
TraesCS4402G016400 AGGACTCCGTAGAGCAGAATAA TCACAACCCAAAGACGACAC
TraesCS3D02G273600 ACGCCGTGAAGAAGATG ATACGATTCCGAACTACCTAA
TraesCS7D02G284900 CGGATGTGGTGGAGATTA AACGGTTTGTGAGGAAGAG
TraesCS7B02G 183300 TATGAGCAATAGCCAGTC ACCCAGGTTCAAGTCC
TraesCS5B02G356300 GCGAGAACGAGAAGTCCG AACCACCCGTCAGCAAGT

Table S2 Overview of the transcriptome sequencing(Clean data)

Samples Raw Reads Clean Reads

Clean Base (Gb) Error Rate (%) Q20 (%) Q30 (%) GC Content (%)

HTMI 1 77792420 73571698
HTM1 2 72652816 68638872
HTM1_3 73967694 71312596
NTM1_1 74507996 71926966
NTM1 2 74594802 71865186
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NTM4 3 76674088 74686518 11.2 0.03 96.75 91.99 55.19

HTMS 1 77768344 76301712 11.45 0.03 96.76 91.97 54.8

HTMS5 2 72748076 71241782 10.69 0.03 96.33 91.31 55.1

HTMS 3 73583842 72130156 10.82 0.03 96.27 91.08 55.1

NTM5_1 70801154 69427786 10.41 0.03 96.17 90.92 53.11

NTMS 2 72857376 70824832 10.62 0.03 95.31 89.73 53.15

NTMS5_3 72961296 71909312 10.79 0.03 96.95 92.12 56.02

Table S3 Overview of the transcriptome sequencing(Compared to reference genome)

Samples Total Reads Reads mapped Unique mapped Multi mapped Readl mapped Read2 mapped '+' mapped '-' mapped
HTMI1_ 1 73571698 65480335(89.0%)  61445011(83.52%)  4035324(5.48%) 31042715(42.19%) 30402296(41.32%) 30659788(41.67%) 30785223(41.84%)
HTM1_ 2 68638872  62860450(91.58%) 59426965(86.58%)  3433485(5.0%)  29915273(43.58%)  29511692(43.0%) 29656367(43.21%) 29770598(43.37%)
HTMI1_ 3 71312596  62620975(87.81%) 58302709(81.76%)  4318266(6.06%)  29340261(41.14%) 28962448(40.61%) 29101793(40.81%) 29200916(40.95%)
NTM1_ 1 71926966  62641759(87.09%) 59400259(82.58%)  3241500(4.51%) 29903353(41.57%) 29496906(41.01%) 29661017(41.24%) 29739242(41.35%)
NTMI1_2 71865186  61723049(85.89%) 58088109(80.83%)  3634940(5.06%)  29230707(40.67%) 28857402(40.15%) 28998117(40.35%) 29089992(40.48%)
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