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In the original publication [1], there was a mistake by the authors in Figure 3A as
published. The NES bar is inverted; the red color should go up. The corrected Figure 3A
appears below.
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Figure 3. Analysis of co-expression modules in experimental periodontitis. (A) Gene set enrichment

A

analyses that display the module activity. The normalized enrichment score (NES) is represented
by the size and color of the circle, and the number in the circle shows how many genes belong to
that module.

Section 2.3 on page 7, lines 9 and 10. Change the sentence to: The M1 and M2 modules
were the most enriched, with 1.252 and 400 genes upregulated in periodontitis, respectively
(Figure 3A).
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Section 3 on page 16, line 8. Delete the Spanish phrase: Principio del formulario.

Section 3 on page 17, lines 7-10. Change the sentence to: We also discovered novel
modular gene co-expression networks, notably identifying 13 co-expression modules,
including 1.652 immune regulation genes in two major modules (M1 and M2), while
extracellular matrix dynamics were upregulated in periodontitis.

The authors state that the scientific conclusions are unaffected. This correction was
approved by the Academic Editor. The original publication has also been updated.
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