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Abstract: Inflammation significantly influences cellular communication in the oral envi-
ronment, impacting tissue repair and regeneration. This study explores the role of small
extracellular vesicles (sEVs) derived from lipopolysaccharide (LPS)-treated stem cells from
the apical papilla (SCAP) in modulating macrophage polarization and osteoblast differ-
entiation. SCAPs were treated with LPS for 24 h, and sEVs from untreated (SCAP-sEVs)
and LPS-treated SCAP (LPS-SCAP-sEVs) were isolated via ultracentrifugation and char-
acterized using transmission electron microscopy, Western blot, and Tunable Resistive
Pulse Sensing. LPS-SCAP-sEVs exhibited characteristic exosome morphology (~100 nm
diameter) and expressed vesicular markers (CD9, CD63, CD81, and HSP70). Functional
analysis revealed that LPS-SCAP-sEVs promoted M1 macrophage polarization, as evi-
denced by the increased pro-inflammatory cytokines (IL-6 and IL-1β) and the reduced
anti-inflammatory markers (IL-10 and CD206), while impairing the M2 phenotype. Addi-
tionally, LPS-SCAP-sEVs had a minimal impact on SCAP metabolic activity or osteogenic
gene expression but significantly reduced mineralization capacity in osteogenic conditions.
These findings suggest that sEVs mediate the inflammatory interplay between SCAP and
macrophages, skewing macrophage polarization toward a pro-inflammatory state and
hindering osteoblast differentiation. Understanding this sEV-driven communication axis
provides novel insights into the cellular mechanisms underlying inflammation in oral
tissues and highlights potential therapeutic targets for modulating extracellular vesicle
activity during acute inflammatory episodes.

Keywords: extracellular vesicles; dental mesenchymal stem cells; immunomodulation;
inflammation; macrophage

1. Introduction
Pulpitis, or inflammation of the dental pulp tissue, is a prevalent condition charac-

terized by severe dental pain, and often resulting in the excessive use of analgesics and
opioids [1]. The dental pulp is a complex tissue comprising various cell types, including
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immunocompetent cells, fibroblasts, stem cells, and odontoblasts. In the event of tissue
injury, bacterial components trigger immune responses that involve a dynamic interplay
between these cellular components. Macrophages are central players in this process, or-
chestrating the inflammatory response and tissue repair through their ability to transition
from a pro-inflammatory (M1) to a regenerative (M2) phenotype as healing progresses [2,3].
Recent studies have revealed that macrophages in regenerating pulp tissue shift from
an M1-dominant phenotype to an M2-dominant phenotype over time. This M1-to-M2
transition is crucial for creating a favorable microenvironment that supports pulp tissue
regeneration [4,5]. The transition from M1 to M2 macrophages has been linked to enhanced
odontogenic and osteogenic differentiation of dental pulp stem cells (DPSCs), facilitating
the repair and restoration of damaged pulp tissue [6].

However, while traditional root canals and vital pulp therapies effectively address
infection and inflammation, they fail to fully restore the biological functionality of the
dental pulp. This limitation has driven a shift in focus toward regenerative therapies, with
mesenchymal stem cells (MSCs) emerging as pivotal players in tissue engineering due to
their multi-lineage differentiation capacity and immunomodulatory properties [7,8].

Tissue engineering strategies using cell-based approaches face numerous challenges,
including the potential for immune rejection and limited access to suitable cell sources.
Stem cells from the apical papilla (SCAP) have the ability to differentiate into primary
odontoblasts and dental pulp cells. SCAPs have been shown to secrete anti-inflammatory
cytokines, including IL-10, IL-4, and IL-13 as well as soluble factors and extracellular
vesicles (EVs) [9–11]. Recent studies have demonstrated a close link between stem cells like
SCAP and innate immunity cells, such as macrophages, which allows for the resolution of
inflammation and a return to homeostasis [3,12–14].

‘Extracellular vesicles’ is a broad term that encompasses a variety of cell-derived vesi-
cles released into the extracellular environment. EVs can be categorized into several sub-
types, including small extracellular vesicles (sEVs) (often called exosomes), microvesicles,
and apoptotic bodies that differ in terms of their biogenesis, size, and composition [15,16].

In recent years, sEVs have emerged as key mediators of cell-to-cell communication [17].
While the functions of sEVs in physiological conditions have been extensively studied, their
characterization and biological roles in inflammatory contexts remain relatively unexplored.
Understanding these roles is crucial for deciphering their impact on inflammatory processes.
Consequently, our study seeks to characterize sEVs derived from lipopolysaccharide-
treated SCAP (sEVs-LPS) and to investigate two aspects of their potential capacities: the
autocrine effect of sEVs-LPS on the osteogenic differentiation potential of SCAP and their
paracrine effects on macrophage polarization.

2. Results
2.1. Characterization of sEVs-CT and sEVs-LPS

sEVs-LPS were isolated and characterized from SCAPs cultured under inflammatory
conditions induced by LPS stimulation and compared with control. The sizes of sEVs-CT
and sEVs-LPS were similar, with diameters of approximately 94.7 ± 5.9 nm for sEVs-CT
and 96 ± 5.1 nm for sEVs-LPS (Figure 1a–c). The concentration of sEVs-LPS was found to
be twice as high as that of sEVs-CT (Figure 1d). Transmission Electron Microscopy exami-
nation revealed the ultrastructure with lipid layers, representing the plasma membrane
of sEVs, with particle sizes around 100 nm for both types of sEVs, in adequation with
TRPS measurement (Figure 1e). Interestingly, the protein quantity in sEVs-CT was higher
compared to sEVs-LPS, with approximately 3 ng per million particles for sEVs-CT versus
1 ng for sEVs-LPS (Figure 1f). Furthermore, Western blot analysis confirmed the presence
of vesicular markers in both sEVs-CT and sEVs-LPS. As expected, CD9, CD63, CD81, and
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HSP70, but not GM130 (a Golgi marker used as a negative control), were detected in sEVs
(Figure 1g).

Figure 1. Characterization of sEVs derived from control SCAP (sEVs-CT) (a) or from LPS-treated
SCAP (sEVs-LPS) (b). Size distribution and concentration of sEVs-CT (a) and sEVs-LPS (b) assessed
using Tunable Resistive Pulse Sensing (TRPS) technology. (c) TRPS analysis showing the mean size of
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sEVs-CT and sEVs-LPS. (d) TRPS analysis showing the quantity of sEVs-CT and sEVs-LPS secreted
per cell. (e) Ultrastructure of sEVs-CT and sEVs-LPS observed using electron microscopy. (f) Protein
concentrations of sEVs-CT and sEVs-LPS determined by micro-BCA assay. (g) Expression of sEV-
associated protein positive markers (HSP70, CD63, CD9, and CD81). GM130, a cis-Golgi matrix
protein, was used as a negative control to confirm the absence of Golgi apparatus contamination by
Western blot. Data are expressed as mean ± SEM. N = 3. * p < 0.05 (Student’s t-test).

2.2. Effect of sEVs-LPS on SCAP Osteoblastic Differentiation and Metabolic Activity

As expected, the expression of osteogenic markers ALP, Col1a1, and Runx2 increased
during the differentiation process. However, no significant differences were observed
when cells were treated with sEVs-CT or sEVs-LPS compared to the untreated control
(Figure 2a–c).

Figure 2. Effect of sEVs-CT and sEVs-LPS on SCAP osteoblastic differentiation and mineralization
capacity. (a–c) Expression of representative genes of osteoblastic differentiation, including ALP (a),
Col1a1 (b), and Runx2 (c), determined by RT-qPCR. Gene expression (2−∆∆ CT) was normalized to
SCAP at day 0 and presented as fold change. In total, 18S and PPIA were used as housekeeping
genes. (d) Alizarin Red S staining performed on SCAP cultured in an osteogenic induction medium
for 17 days. The effects of untreated and LPS-treated SCAP conditioned medium were compared.
(CT +: positive control (osteogenic medium); CT −: negative control (the osteogenic medium with
exosome-depleted fetal bovine serum); CT-CM: Conditioned medium; LPS-CM: Conditioned medium
with LPS). (e) Quantification of the degree of mineralization assessed by dissolution of mineralization
crystals with methanol and acetic acid. The optical density was measured at 450 nm. (f) Effect of 1X
(1 × 107 sEVs per well) and 5X (5 × 107 sEVs per well) of sEVs-CT and sEVs-LPS on SCAP metabolic
activity determined by CCK-8 assay. The results are presented as the percentage of metabolic activity
relative to untreated SCAP at day 0. The data are expressed as mean ± SEM from three independent
experiments (N = 3), each performed in triplicate (n = 3). p-values derived from one-way ANOVA
followed by Tukey’s multiple comparison tests is * p < 0.05.

In the mineralized nodule formation assay, strong calcium deposits were observed in
the presence of conditioned medium from both LPS-treated and control SCAP. In contrast,
sEVs derived from either the control or LPS-treated cells alone completely suppressed the
mineralization capacity of SCAP (Figure 2d). The mineral deposits were five times lower in
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the presence of both sEVs-CT and sEVs-LPS than in the presence of CT-CM and LPS-CM
(Figure 2e). Regarding the effect of sEVs on the metabolic activity of SCAP, no significant
differences were observed between sEVs-LPS and sEVs-CT, regardless of the dose used, up
to seven days (Figure 2f). Taken together, these findings suggest that sEVs-LPS reduce the
bone regeneration potential of SCAP cells.

2.3. Effect of sEVs-LPS on Macrophages Polarization

The effect of sEVs at 3 doses (1X, 5X, and 10X) on M0, M1, and M2 macrophages
was assessed. While no statistical differences were observed for TNF-α, the expression
of key pro-inflammatory genes, IL-6 and IL-1β, was significantly increased in M0 and
M1 macrophages treated with sEVs-LPS compared to the untreated control (Figure 3a,c).
Conversely, the expression of the anti-inflammatory genes, IL-10 and CD206, significantly
decreased in M2 macrophages in the presence of sEVs-LPS (Figure 3d,e). No significant
effect of sEVs-CT on polarized macrophages was observed at any dose for TNF-α (Figure 3b).
These results were further confirmed by a multiplex bead-based immune assay, which
demonstrated that in an inflammatory context, sEVs-LPS exacerbated the pro-inflammatory
phenotype of M0 macrophages (Figure 3f–h).

Figure 3. Effect of sEVs-LPS on polarized macrophages. Expression of representative pro-
inflammatory marker genes including IL-6 (a), TNF-α (b), and IL-1β (c); and anti-inflammatory
marker genes, IL-10 (d) and CD206 (e), after treatment of polarized macrophages with sEVs derived
from SCAP or LPS-induced SCAP for 24 h determined by RTqPCR. Gene expression (2−∆∆ CT) was
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normalized to untreated M0 macrophages and presented as fold change. The 18S and PPIA were
used as housekeeping genes. Quantification of pro-inflammatory factors IL-6 (f), TNF-α (g), and
IL-1β (h) in the culture supernatant of M0 macrophages using bead-based multiplex assays by flow
cytometry. The data are expressed as mean ± SEM. N = 3; n = 3. p-values derived from one-way
ANOVA followed by Tukey’s multiple comparison tests are * p < 0.05, ** p < 0.01, and **** p < 0.0001.

3. Discussion
The resolution of inflammation in pulpitis requires the modulation of excessive tissue

inflammatory response to promote pulp repair or regeneration. In this study, we inves-
tigated the effect of sEVs derived from LPS-treated stem cells of the apical papilla on
macrophage polarization and osteoblast differentiation to address this issue.

Our study provides a standard characterization of small extracellular vesicles, derived
from SCAP, in line with the recommendations of the MISEV guidelines [18]. Several
parameters may be modified to enhance the production of EVs by parent cells, such as
adjusting the medium composition, oxygen levels, culture duration, or applying shear
stress [19]. To align with clinical relevance, we chose to isolate extracellular vesicles from
SCAPs treated with LPS stimulation for 24 h without applying mechanical stress or hypoxia.
Although shear stress or complex forces (compression or tension) applied to parent cells can
increase EVs, they may also alter their biological activity, cargo composition, and uptake by
recipient cells. Excess debris resulting from biomechanical forces during EVs production
may pose a significant issue for EV purity and, potentially, impact their activity [20].

The observed increase in vesicle concentration following LPS stimulation suggests
that inflammatory stress enhances exosome biogenesis, potentially driven by upregulated
pathways associated with cellular stress responses. This increase in vesicle concentration
under LPS-induced conditions aligns with evidence from other inflammatory models,
indicating that heightened cellular stress can stimulate exosome production, which may
play a role in modulating the inflammatory microenvironment [21].

Additional characterization elements are required, which will be essential aspects
of our future investigations. Moreover, it would be relevant to study the uptake of sEVs
derived from SCAP by macrophages as the mechanisms of internalization remain poorly
understood but are crucial for clinical application [22].

Although sEVs-LPS were found to contain three times less protein than sEVs-CT, they
still significantly influenced the production of IL-6 and IL-1β. The relationship between
protein content and cytokine secretion suggests that specific proteins driving these effects
may differ, though this has yet to be determined. It would be valuable to first conduct a
proteomic analysis to investigate the inflammatory pathways, including cytokines present
in EVs or known inducers of expression. This should be performed prior to performing
next-generation sequencing (NGS) to identify differences in SCAP sEV miRNAs. This
approach would allow for the identification of miRNAs that are either enriched or depleted
in sEVs-LPS compared to sEVs-CT.

Macrophages play a crucial role in resolving inflammation. Understanding the activa-
tion of pro-inflammatory macrophages by oral stem cells and their secretome is essential
for controlling the initial phases of the immune response during acute inflammation. Our
study demonstrates that sEVs-LPS exacerbate the pro-inflammatory phenotype of M1
macrophages. This finding underscores the potential crosstalk between oral stem cells
and macrophages in the early stages of inflammation via sEVs. Previous studies have
demonstrated that M2-polarized macrophages enhance osteoblast differentiation through
the secretion of pro-regenerative cytokines, such as IL-10 and TGF-β, which promote an
anti-inflammatory and osteogenic microenvironment, while M1 macrophages suppress
osteogenesis via pro-inflammatory mediators, including TNF-α and IL-6 [23]. The skewing
of macrophages toward an M1 phenotype by sEVs-LPS could have significant downstream
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implications for osteoblast activity and bone regeneration potential. Crucially, the uptake of
sEVs by macrophages is pivotal in this process, enabling the delivery of bioactive molecules
that modulate macrophage behavior and function (Figure S1).

Although sEVs from untreated stem cells are known for their anti-inflammatory,
immunomodulatory, angiogenic, and pro-regenerative properties [24–26] in various patho-
logical contexts, sEVs derived from LPS-treated cells (sEVs-LPS) have been shown to
exacerbate M1 macrophage phenotypes. For example, Kang et al. (2018) already demon-
strated that EVs derived from LPS pre-conditioned periodontal ligament stem cells induce
M1 macrophage polarization [27]. Similarly, in kidney injury, sEVs from tubular epithelial
cells also promote M1 polarization through miRNA-19b-3p [28]. Furthermore, Carceller
et al. (2021) found that the anti-inflammatory effect of mouse-derived adipose tissue mes-
enchymal stem cell secretome is mediated primarily by soluble factors, rather than EVs.
This insight sheds light on the downregulation of TLR4 expression and NF-κB pathway
mediated solely by soluble factors during the early stages of inflammation [29]. Our re-
search supports these findings, demonstrating that EVs-LPS enhance the pro-inflammatory
macrophage phenotype. While we used the THP-1 monocytic cell line, which may not fully
represent the complexity of macrophage phenotypes in vivo, our study provides valuable
insights into the effects of sEVs on polarized macrophages in an inflammatory context.

Notably, our findings suggest that through their effect on osteoblastic cells, sEVs-
LPS may reduce the bone regeneration potential of SCAPs. Contradictory results have
been obtained with sEVs from other cells, such as dental follicle cells treated with LPS
on periodontal ligament cells from patients with periodontitis [30]. In our study, we
tested the potential of our EVs on SCAP from healthy patients. The apical papilla is the
precursor tissue of the radicular pulp, and SCAPs interact with dental pulp stem cells
and odontoblastic cells. Therefore, it is crucial to assess how sEVs can impact the pro-
regenerative properties of SCAP in cases of injury. In 2021, Nakao et al. demonstrated
that sEVs derived from TNF-α treated human gingiva mesenchymal stem cells inhibit
periodontal bone loss in a ligature-induced periodontal model in mice [31].

Although this study presents novel insights into the role of sEVs derived from LPS-
treated SCAP in modulating macrophage polarization and osteoblast differentiation, several
limitations should be acknowledged. Firstly, the findings are based on in vitro experiments,
which, while providing valuable mechanistic insights, may not fully replicate the com-
plexity of the in vivo oral microenvironment. Future investigations employing animal
models or clinical samples are necessary to validate the translational relevance of these
results. Secondly, the use of the THP-1 monocytic cell line for macrophage polarization
experiments, though well-established, does not fully capture the phenotypic and func-
tional diversity of primary macrophages, which could provide a more comprehensive
understanding. Additionally, while the study confirmed vesicular markers in sEVs and
demonstrated their functional effects, detailed proteomic and miRNA analyses were not
conducted. Such analyses could reveal the specific bioactive molecules responsible for
the observed effects and further elucidate their mechanisms of action. The study also
focuses on acute inflammatory conditions induced by LPS, which may not fully represent
chronic or low-grade inflammation scenarios often encountered in clinical settings. Lastly,
while the suppression of osteoblast mineralization capacity by sEVs was observed, the
underlying molecular pathways remain to be elucidated, warranting further exploration in
future studies.

Although this study presents novel insights into the role of sEVs derived from LPS-
treated SCAP in modulating macrophage polarization and osteoblast differentiation, several
limitations should be acknowledged. Firstly, the findings are based on in vitro experiments,
which may not fully replicate the complexity of the in vivo oral microenvironment. Fu-
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ture investigations employing animal models or clinical samples are necessary to validate
the translational relevance of these results. Moreover, the small sample size, which, al-
though sufficient for demonstrating significant trends, may reduce the generalizability
of the findings. Future studies with larger sample sizes are needed to validate these re-
sults and enhance statistical power. Secondly, the use of the THP-1 monocytic cell line
for macrophage polarization experiments does not fully capture the phenotypic and func-
tional diversity of primary macrophages, which could provide a more comprehensive
understanding. Additionally, while the study confirmed vesicular markers in sEVs and
demonstrated their functional effects, detailed proteomic and miRNA analyses were not
conducted. Such analyses could reveal the specific bioactive molecules responsible for
the observed effects and further elucidate their mechanisms of action. The study also
focuses on acute inflammatory conditions induced by LPS, which may not fully represent
chronic or low-grade inflammation scenarios often encountered in clinical settings. Lastly,
while the suppression of osteoblast mineralization capacity by sEVs was observed, the
underlying molecular pathways remain to be elucidated, warranting further exploration in
future studies.

4. Materials and Methods
4.1. Isolation of sEVs Derived from SCAP

Apical papilla tissue was collected from third molars extracted from medically healthy
patients aged 16 to 25 years. The SCAP culture was established as previously described [32].
Cells were cultured in the alpha minimum essential medium (α-MEM) (Eurobio, Les Ulis,
France), and supplemented with penicillin (1 U/mL, Gibco, Grand Island, NY, USA),
streptomycin (1 µg/mL, Gibco), and L-glutamine (2 mM, Gibco) and 10% fetal bovine
serum (Dutscher, Brumath, France). When the SCAPs (3rd to 5th passage) reached 80%
confluence, they were washed with phosphate-buffered saline (PBS) and cultured in a
medium containing exosome-depleted serum. SCAPs were treated with LPS from E. coli
O55:B5 (Sigma-Aldrich, St. Louis, MO, USA) at 1 µg/mL for 24 h. The supernatant was
collected and centrifuged at 300× g for 10 min (to eliminate cell debris), followed by
centrifugation at 10,000× g for 30 min (to remove large vesicles). The resulting supernatant
was then centrifuged at 100,000× g for 70 min. The pellet was washed in cold PBS and
centrifuged again at 100,000× g for another 70 min. After the final centrifugation, the pellet
was resuspended in cold PBS. All centrifugations were performed at 4 ◦C.

4.2. Scanning Transmission Electron Microscopy

The morphology of sEVs derived from SCAP was analyzed using a transmission
electron microscope (SEM GeminiSEM300 (STEM detector) Zeiss, Oberkochen, Germany).
Briefly, sEVs were fixed with a 2% paraformaldehyde solution. A suspension (3 × 108 sEVs)
of sEVs was deposited on the hydrophilic surface of formvar carbon-coated copper
200 mesh grids (AGS162 Agar Scientific, Rotherham, UK), followed by a 20 min adsorption
period. The grid was transferred to a droplet of PBS for washing and then to a droplet of
1% glutaraldehyde for 5 min. The grid underwent eight washes with PBS immersed in
Uranyless for 1 min for contrast enhancement. After this process, the grid was air-dried for
24 h before being subjected to microscopic analysis. The grids were coated with a thin layer
of platinum (3 nm) using a Leica EM ACE600 high-vacuum sputter coater (Leica Microsys-
tems, Wetzlar, Germany). Grids with negatively stained vesicles were observed with a
GeminiSEM 300 Zeiss scanning electron microscope, equipped with a STEM detector (Carl
Zeiss AG, Oberkochen, Germany). Observations were made at 29 keV, 7.5 µm diaphragm,
and a working distance of 4 mm.
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4.3. Small Extracellular Vesicles Size and Concentration Measurement

The size and concentration of sEVs derived from SCAP were assessed using Tunable
Resistive Pulse Sensing (TRPS) technology, with an Exoïd instrument (Izon, Lyon, France).
Isolated sEVs were diluted in PBS and loaded into a 150 nm nanopore (NP150, Izon, Lyon,
France), and Exoïd conducted size and concentration measurements for each sample at
three different pressures. Calibration particles (CPC200, Izon, Lyon, France) were used
as references to determine size and concentration. The corresponding Izon Data Suite
software V3.4 was used to analyze the collected data.

4.4. Western Blot

The protein concentration of sEVs was determined using a microBCA assay kit
(Thermo Fisher, Rockford, IL, USA). sEVs derived from SCAPs were incubated on ice
with a RIPA lysis buffer (Santa Cruz Biotechnology, Santa Cruz, CA, USA), and diluted
tenfold in accordance with the manufacturer’s instructions.

For Western blot analysis, 2 µg of sEVs were loaded into stain-free, 4–15% polyacry-
lamide gels (Bio-Rad, Hercules, CA, USA) and separated via gel electrophoresis. Subse-
quently, the proteins were then transferred to a membrane using a transblot system and
probed with antibodies against CD9 (1:1000), CD63 (1:1000), CD81 (1:1000), HSP 70 (1:1000),
and GM130 (1:1000), which were used as a negative control. The secondary antibody was
diluted to a 1:20,000 ratio in Tris Buffered Saline with 0.1% Tween. All antibodies, except
for GM130 (Abcam, Catalog No. 52649, Cambridge, UK), were obtained from SBI-Ozyme
(ExoAb KIT, SBI, Palo Alto, CA, USA). Protein bands were detected using a ChemiDoc
system and analyzed with Image Lab 4.1 software (Bio-Rad).

4.5. Metabolic Activity Assay

SCAPs were initially seeded at a density of 1 × 104 cells per well in a 96-well plate,
using the α-MEM culture medium, supplemented with 10% exosome-depleted fetal bovine
serum (Dutscher, Brumath, France). This medium was further supplemented with penicillin
(1 U/mL, Gibco), streptomycin (1 µg/mL, Gibco), and L-glutamine (2 mM, Gibco).

Upon reaching 80% confluence, a CCK-8 assay (Cell Counting Kit-8, Sigma-Aldrich,
St. Louis, MO, USA) was conducted on day 0 (D0) to establish the initial metabolic activity
of the cells in the absence of treatment. Briefly, the cells were rinsed with 200 µL of
PBS and replenished with 200 µL of fresh exosome-free medium. Subsequently, 20 µL
of CCK-8 reagent was added to each well, followed by a 1 h incubation at 37 ◦C. At
this point, 100 µL of the supernatant was transferred to a 96-well flat-bottom plate, and
the absorbance was measured at 450 nm using a microplate reader (Tristar, Berthold
Technologies, Bad Wildbas, Germany). On subsequent days (D3, D5, and D7), the cells
were either stimulated or left untreated, with the addition of sEVs derived from SCAP or
SCAP induced by lipopolysaccharide (LPS), at two different doses, 1X (1 × 107 sEVs per
well) and 5X (5 × 107 sEVs per well). The measurement of metabolic activity was carried
out in a similar manner for each time point after treatment.

4.6. SCAP Osteoblastic Differentiation

SCAPs were seeded at 1 × 105 cells per well in 12-well plates in the α-MEM culture
medium supplemented with 10% exosome-depleted fetal bovine serum (Dutscher) and
supplemented with penicillin (1 U/mL, Gibco), streptomycin (1 µg/mL, Gibco), and L-
glutamine (2 mM, Gibco). Each time point was allocated a separate plate for seeding. Upon
reaching 80% confluence, osteogenic differentiation was induced by supplementing the
culture with ascorbic acid (50 µM), β-glycerophosphate (10 mM), and dexamethasone
(100 nM), all purchased from Sigma-Aldrich, in 10% exosome-depleted fetal bovine serum.
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On day 0, the cells were treated with sEVs (5 × 108 sEVs per well) on day 0. The medium
containing the inducers and sEVs was refreshed on day 3. Total RNA was extracted on
days 0, 1, 3, and 6.

For the evaluation of cellular calcium deposition, Alizarin Red S staining was per-
formed in 24-well plates under the same cell culture conditions. The osteogenic medium
was refreshed twice a week, accompanied by treatment with sEVs-CT or sEVs-LPS
(2.5 × 108 sEVs per well) or conditioned medium from SCAP treated or not with LPS). On
day 17, the cells were washed with PBS and stained with 40 mM Alizarin Red S (Sigma-
Aldrich) for 20 min. After rinsing the cells three times with ultrapure water, they were
imaged using a scanner. To dissolve the mineralized crystals, a solution of 20% methanol
and 10% acetic acid in water was applied for 15 min (400 µL per well). Finally, the super-
natant was transferred to a 96-well flat-bottom plate, and the optical density was measured
at 450 nm using a microplate reader.

4.7. Macrophages Polarization

Human monocytic THP-1 cells (ATCC, Manassas, VA, USA) were seeded in 12-well
plates at a density of 7.5 × 105 cells per well. They were cultured in the Roswell Park Memo-
rial Institute (RPMI) medium (Gibco), supplemented with 10% exosome-depleted fetal
bovine serum (Dutscher), penicillin (1 U/mL, Gibco) and streptomycin (1 µg/mL, Gibco).

To differentiate THP-1 monocytes into M0 macrophages, THP-1 cells were initially
incubated with 100 nM phorbol 12-myristate 13-acetate (Sigma-Aldrich) for 24 h, followed
by 48 h in a RPMI medium. Macrophages were then polarized into M1 macrophages
by incubating them for 24 h with 20 ng/mL of human recombinant Interferon-gamma
(Biolegend, San Diego, CA, USA) and 10 pg/mL of Lipopolysaccharide (LPS) obtained from
E. coli O55:B5 (Sigma-Aldrich). M2 macrophage polarization was achieved by incubating the
cells for 72 h with 20 ng/mL of recombinant human Interleukin 4 (Biolegend) and 20 ng/mL
of recombinant human Interleukin 13 (Biolegend). Following polarization, sEVs derived
from SCAP were applied to the cells at three different doses: 1X (5 × 108 sEVs per well),
2X (1 × 109 sEVs per well), and 10X (5 × 109 sEVs per well) for a 24 h incubation period.
Viability tests performed prior to the application of sEVs indicated that the macrophages
were healthy and polarized correctly under the experimental conditions (Figure S2).

4.8. Quantitative Real-Time PCR (RT-qPCR)

To assess the influence of sEVs derived from SCAP on both SCAP osteoblastic differen-
tiation and macrophage polarization, RT-qPCR was performed. Total RNA extraction was
extracted using the NucleoSpin RNA extraction kit (Macherey-Nagel, Düren, Germany),
according to the manufacturer’s instructions. Subsequently, 1 µg of total RNA was reverse
transcribed using the Verso cDNA synthesis kit (ThermoFisher Scientific, Saint-Aubin,
France). Real-time PCR was conducted with the SyBR Select Master Mix (Applied Biosys-
tems, Foster City, CA, USA) and analyzed on a Bio-Rad CFX96 detection system (Bio-Rad).
The cycling conditions were initial denaturation at 95 ◦C for 2 min, followed by 40 cycles of
denaturation at 95 ◦C for 15 s, and annealing/extension at 60 ◦C for 30 s. The specificity of
the amplified products was confirmed by analyzing the melting curves. mRNA expression
levels were normalized to housekeeping genes (18S and PPIA), and calculations were
carried out using the 2−∆∆ CT method, with non-stimulated M0 cells serving as the control.
The primers were provided by Eurofins (MWG Operon, Nantes, France) (Table 1).
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Table 1. RT-qPCR Primer sequences.

Target Forward 5′ => 3′ Reverse 5′ => 3′

Col1a1 CTC CTG ACG CAC GGC C CCG TTC TGT ACG CAG GTG ATT

ALP GGG ATA AAG CAG GTC TTG GGG TGC CGC TTG GTC TCG CCA GTA CTT GG

Runx2 CCT AAA TCA CTG AGG CGG TC CAG TAG ATG GAC CTC GGG AA

IL-6 TCC ACA AGC GCC TTC GGT CCA G CTC AGG GCT GAG ATG CCG TCG

TNFα CAG CCT CTT CTC CTT CCT GAT GCC AGA GGG CTG ATT AGA GA

IL-1β CCG GGA CTC ACA GCA AAA GGA CAT GGA GAA CAC CAC TTG

IL-10 TAC GGC GCT GTC ATC GAT TT TAG AGT CGC CAC CCT GAT GT

CD206 AGC CAA CAC CAG CTC CTC AAG A CAA AAC GCT CGC GCA TTG TCC A

18S AGC AAA CCC CAA CTC AAC C GTC CCT CAG AAG GGG TGA C

PPIA GTC AAC CCC ACC GTG TTC TT CTG CTG TCT TTG GGA CCT TGT

4.9. Bead Based Immunoassay

A bead-based multiplex assay (LEGENDplex™ human macrophages/microglia panel,
Biolegend, San Diego, CA, USA) was used to measure cytokines secretion following
macrophage polarization. The assay was performed according to the manufacturer’s
instructions. Briefly, detection beads were vortexed and incubated with a supernatant
of polarized THP-1 cells. Beads bound to target cytokines were then washed, incubated
with detection antibodies, and then washed again, before incubated with streptavidin–
phycoerythrin, which binds to the biotinylated detection antibodies; the beads were then
washed once more. Cytokine concentrations were then determined through flow cytom-
etry analysis. This assay allows for the simultaneous quantification of 10 key targets
involved in monocyte differentiation and macrophage functions, including IL-10, IL-12p70,
IL-12p40, IL-1RA, IL-1β, IL-23, IL-6, IP-10, TARC, and TNF-α. Data were analyzed using
Legendplex™ software version 7.0 and reported as pg/mL.

4.10. Statistical Analysis

All statistical analyses were performed using one-way analysis of variance (ANOVA),
followed by Tukey’s multiple comparison test to assess significant differences. However,
for the analysis of size distribution, concentration, and protein concentrations of sEVs,
multiple two-tailed Student’s t-tests, without correction for multiple comparisons, were
employed. Statistical analyses were conducted using GraphPad Prism v10.00 (GraphPad
Software, San Diego, USA). Data are presented as the mean ± SEM (standard error of the
mean). For all assays, a minimum of three independent experiments was performed. The
significance of p-values was determined as follows: * p < 0.05, ** p < 0.01, and **** p < 0.0001.

5. Conclusions
In conclusion, our research underscores the importance of understanding the specific

roles and underlying mechanisms of sEVs in inflammation and regeneration. Future studies
should focus on further characterization of sEVs and their cargo, including miRNA content,
to identify therapeutic targets for modulating inflammatory responses and enhancing tissue
regeneration. An elegant therapeutic strategy could involve the use of sEVs as vectors
for the targeted delivery of specific miRNA or protein inhibitors or activators, potentially
affecting other biological processes beyond inflammation. Additionally, another promising
approach could involve the use of inhibitors of sEVs biogenesis in the early stages of
inflammation [33,34] to mitigate their pro-inflammatory effects. This could potentially lead
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to novel treatments for pulpitis leveraging the unique properties of sEVs derived from oral
stem cells.

Supplementary Materials: The supporting information can be downloaded at: https://www.mdpi.
com/article/10.3390/ijms26010297/s1.

Author Contributions: Conceptualization, S.T. and A.G. (Alexis Gaudin); methodology, S.T. and
A.G. (Alexis Gaudin); software, J.V.; validation, V.G., F.P. and A.G. (Alexis Gaudin); formal analysis,
A.G. (Alexis Gaudin); writing—original draft preparation, S.T.; writing—review and editing, A.G.
(Angélique Galvani), V.G., B.H., D.A., J.J. and F.P.; supervision, A.G. (Alexis Gaudin); project adminis-
tration, A.G. (Alexis Gaudin); funding acquisition, A.G. (Alexis Gaudin). All authors have read and
agreed to the published version of the manuscript.

Funding: This study was supported by a grant from the European Society of Endodontology.

Institutional Review Board Statement: Ethical approval was obtained from Institutional Review
Board of Nantes Dental School (SVTO:DC-2011-1399, 21 September 2021), and conducted in accor-
dance with the code of ethics of the World Medical Association (Declaration of Helsinki).

Informed Consent Statement: Informed consent was obtained in accordance with a protocol ap-
proved by the Institutional Medical Ethics Committee of Nantes University Hospital. The study
individuals gave written consent to the storage of their samples for future use in studies.

Data Availability Statement: The datasets and materials used and/or analyzed during the current
study are available from the corresponding author upon reasonable request.

Acknowledgments: The authors acknowledge the SC3M plateform from the Inserm/NU/ONIRIS
UMR1229 RMeS Laboratory and UMS BioCore (Inserm US016—UAR CNRS 3556). The authors also
acknowledge the Cytocell—Flow Cytometry and FACS core facilty (SFR Bonamy, BioCore, Inserm
UMS 016, CNRS UAR 3556, Nantes, France) for its technical expertise and help, member of the
Scientific Interest Group (GIS) Biogenouest and the Labex IGO program supported by the French
National Research Agency (n◦ANR-11-LABX-0016-01).

Conflicts of Interest: The authors declare no conflicts of interest. The funders had no role in the design
of the study; in the collection, analyses, or interpretation of data; in the writing of the manuscript; or
in the decision to publish the results.

References
1. Hersh, E.V.; Moore, P.A.; Grosser, T.; Polomano, R.C.; Farrar, J.T.; Saraghi, M.; Juska, S.A.; Mitchell, C.H.; Theken, K.N.

Nonsteroidal Anti-Inflammatory Drugs and Opioids in Postsurgical Dental Pain. J. Dent. Res. 2020, 99, 777–786. [CrossRef]
2. Izumi, T.; Kobayashi, I.; Okamura, K.; Matsuo, K.; Kiyoshima, T.; Ishibashi, Y.; Inoue, H.; Sakai, H. An Immunohistochemical

Study of HLA-DR and Alpha 1-Antichymotrypsin-Positive Cells in the Pulp of Human Non-Carious and Carious Teeth. Arch.
Oral Biol. 1996, 41, 627–630. [CrossRef] [PubMed]

3. Zhou, J.; Ou, M.-H.; Wei, X.-L.; Lan, B.-Y.; Chen, W.-J.; Song, S.-J.; Chen, W.-X. The Role of Different Macrophages-Derived
Conditioned Media in Dental Pulp Tissue Regeneration. Tissue Cell 2022, 79, 101944. [CrossRef] [PubMed]

4. Nathan, K.; Lu, L.Y.; Lin, T.; Pajarinen, J.; Jämsen, E.; Huang, J.F.; Romero-Lopez, M.; Maruyama, M.; Kohno, Y.; Yao, Z.; et al.
Precise Immunomodulation of the M1 to M2 Macrophage Transition Enhances Mesenchymal Stem Cell Osteogenesis and Differs
by Sex. Bone Jt. Res. 2019, 8, 481–488. [CrossRef]

5. Gu, B.; Kaneko, T.; Zaw, S.Y.M.; Sone, P.P.; Murano, H.; Sueyama, Y.; Zaw, Z.C.T.; Okiji, T. Macrophage Populations Show an
M1-to-M2 Transition in an Experimental Model of Coronal Pulp Tissue Engineering with Mesenchymal Stem Cells. Int. Endod. J.
2019, 52, 504–514. [CrossRef] [PubMed]

6. Park, H.C.; Quan, H.; Zhu, T.; Kim, Y.; Kim, B.; Yang, H.-C. The Effects of M1 and M2 Macrophages on Odontogenic Differentiation
of Human Dental Pulp Cells. J. Endod. 2017, 43, 596–601. [CrossRef] [PubMed]

7. Huang, G.T.-J.; Gronthos, S.; Shi, S. Mesenchymal Stem Cells Derived from Dental Tissues vs. Those from Other Sources: Their
Biology and Role in Regenerative Medicine. J. Dent. Res. 2009, 88, 792–806. [CrossRef] [PubMed]

8. Mezey, É.; Nemeth, K. Mesenchymal Stem Cells and Infectious Diseases: Smarter than Drugs. Immunol. Lett. 2015, 168, 208–214.
[CrossRef] [PubMed]

https://www.mdpi.com/article/10.3390/ijms26010297/s1
https://www.mdpi.com/article/10.3390/ijms26010297/s1
https://doi.org/10.1177/0022034520914254
https://doi.org/10.1016/S0003-9969(96)00075-1
https://www.ncbi.nlm.nih.gov/pubmed/9015562
https://doi.org/10.1016/j.tice.2022.101944
https://www.ncbi.nlm.nih.gov/pubmed/36179454
https://doi.org/10.1302/2046-3758.810.BJR-2018-0231.R2
https://doi.org/10.1111/iej.13033
https://www.ncbi.nlm.nih.gov/pubmed/30387178
https://doi.org/10.1016/j.joen.2016.11.003
https://www.ncbi.nlm.nih.gov/pubmed/28190584
https://doi.org/10.1177/0022034509340867
https://www.ncbi.nlm.nih.gov/pubmed/19767575
https://doi.org/10.1016/j.imlet.2015.05.020
https://www.ncbi.nlm.nih.gov/pubmed/26051681


Int. J. Mol. Sci. 2025, 26, 297 13 of 14

9. Rakhimova, O.; Schmidt, A.; Landström, M.; Johansson, A.; Kelk, P.; Romani Vestman, N. Cytokine Secretion, Viability, and
Real-Time Proliferation of Apical-Papilla Stem Cells Upon Exposure to Oral Bacteria. Front. Cell. Infect. Microbiol. 2020, 10, 620801.
[CrossRef] [PubMed]

10. Yu, S.; Chen, X.; Liu, Y.; Zhuang, X.Y.; Wang, A.C.; Liu, X.M.; Zhu, S. Exosomes Derived from Stem Cells from the Apical Papilla
Alleviate Inflammation in Rat Pulpitis by Upregulating Regulatory T Cells. Int. Endod. J. 2022, 55, 517–530. [CrossRef] [PubMed]

11. Zhuang, X.; Ji, L.; Jiang, H.; Liu, Y.; Liu, X.; Bi, J.; Zhao, W.; Ding, Z.; Chen, X. Exosomes Derived from Stem Cells from the Apical
Papilla Promote Dentine-Pulp Complex Regeneration by Inducing Specific Dentinogenesis. Stem Cells Int. 2020, 2020, 5816723.
[CrossRef] [PubMed]

12. Naik, S.; Larsen, S.B.; Cowley, C.J.; Fuchs, E. Two to Tango: Dialog between Immunity and Stem Cells in Health and Disease. Cell
2018, 175, 908–920. [CrossRef] [PubMed]

13. Watanabe, S.; Alexander, M.; Misharin, A.V.; Budinger, G.R.S. The Role of Macrophages in the Resolution of Inflammation. J. Clin.
Investig. 2019, 129, 2619–2628. [CrossRef]

14. Li, F.C.; Hussein, H.; Magalhaes, M.; Selvaganapathy, P.R.; Kishen, A. Deciphering Stem Cell From Apical Papilla–Macrophage
Choreography Using a Novel 3-Dimensional Organoid System. J. Endod. 2022, 48, 1063–1072.e7. [CrossRef] [PubMed]

15. Liu, Y.J.; Wang, C. A Review of the Regulatory Mechanisms of Extracellular Vesicles-Mediated Intercellular Communication. Cell
Commun. Signal. 2023, 21, 77. [CrossRef] [PubMed]

16. Jia, Y.; Yu, L.; Ma, T.; Xu, W.; Qian, H.; Sun, Y.; Shi, H. Small Extracellular Vesicles Isolation and Separation: Current Techniques,
Pending Questions and Clinical Applications. Theranostics 2022, 12, 6548–6575. [CrossRef] [PubMed]

17. van Niel, G.; Carter, D.R.F.; Clayton, A.; Lambert, D.W.; Raposo, G.; Vader, P. Challenges and Directions in Studying Cell–Cell
Communication by Extracellular Vesicles. Nat. Rev. Mol. Cell Biol. 2022, 23, 369–382. [CrossRef] [PubMed]

18. Welsh, J.A.; Goberdhan, D.C.I.; O’Driscoll, L.; Buzas, E.I.; Blenkiron, C.; Bussolati, B.; Cai, H.; Di Vizio, D.; Driedonks, T.A.P.;
Erdbrügger, U.; et al. Minimal Information for Studies of Extracellular Vesicles (MISEV2023): From Basic to Advanced Approaches.
J. Extracell. Vesicles 2024, 13, e12404. [CrossRef] [PubMed]

19. Patel, D.B.; Gray, K.M.; Santharam, Y.; Lamichhane, T.N.; Stroka, K.M.; Jay, S.M. Impact of Cell Culture Parameters on Production
and Vascularization Bioactivity of Mesenchymal Stem Cell-Derived Extracellular Vesicles. Bioeng. Transl. Med. 2017, 2, 170–179.
[CrossRef] [PubMed]

20. Thompson, W.; Papoutsakis, E.T. The Role of Biomechanical Stress in Extracellular Vesicle Formation, Composition and Activity.
Biotechnol. Adv. 2023, 66, 108158. [CrossRef] [PubMed]

21. Kowal, J.; Tkach, M.; Théry, C. Biogenesis and Secretion of Exosomes. Curr. Opin. Cell Biol. 2014, 29, 116–125. [CrossRef]
22. Mathieu, M.; Martin-Jaular, L.; Lavieu, G.; Théry, C. Specificities of Secretion and Uptake of Exosomes and Other Extracellular

Vesicles for Cell-to-Cell Communication. Nat. Cell Biol. 2019, 21, 9–17. [CrossRef] [PubMed]
23. Chen, X.; Wan, Z.; Yang, L.; Song, S.; Fu, Z.; Tang, K.; Chen, L.; Song, Y. Exosomes Derived from Reparative M2-like Macrophages

Prevent Bone Loss in Murine Periodontitis Models via IL-10 MRNA. J. Nanobiotechnology 2022, 20, 110. [CrossRef] [PubMed]
24. Diomede, F.; D’Aurora, M.; Gugliandolo, A.; Merciaro, I.; Ettorre, V.; Bramanti, A.; Piattelli, A.; Gatta, V.; Mazzon, E.; Fontana, A.;

et al. A Novel Role in Skeletal Segment Regeneration of Extracellular Vesicles Released from Periodontal-Ligament Stem Cells.
Int. J. Nanomed. 2018, 13, 3805–3825. [CrossRef] [PubMed]

25. Liang, L.; Wang, L.; Zhou, S.; Li, J.; Meng, L.; Zhang, H.; Cui, C.; Zhang, C. Exosomes Derived from Human Umbilical Cord
Mesenchymal Stem Cells Repair Injured Endometrial Epithelial Cells. J. Assist. Reprod. Genet. 2020, 37, 395–403. [CrossRef]
[PubMed]

26. Zimta, A.-A.; Baru, O.; Badea, M.; Buduru, S.D.; Berindan-Neagoe, I. The Role of Angiogenesis and Pro-Angiogenic Exosomes in
Regenerative Dentistry. Int. J. Mol. Sci. 2019, 20, 406. [CrossRef] [PubMed]

27. Kang, H.; Lee, M.-J.; Park, S.J.; Lee, M.-S. Lipopolysaccharide-Preconditioned Periodontal Ligament Stem Cells Induce M1
Polarization of Macrophages through Extracellular Vesicles. Int. J. Mol. Sci. 2018, 19, 3843. [CrossRef]

28. Lv, L.-L.; Feng, Y.; Wu, M.; Wang, B.; Li, Z.-L.; Zhong, X.; Wu, W.-J.; Chen, J.; Ni, H.-F.; Tang, T.-T.; et al. Exosomal MiRNA-19b-3p
of Tubular Epithelial Cells Promotes M1 Macrophage Activation in Kidney Injury. Cell Death Differ. 2020, 27, 210–226. [CrossRef]
[PubMed]

29. Carceller, M.C.; Guillén, M.I.; Gil, M.L.; Alcaraz, M.J. Extracellular Vesicles Do Not Mediate the Anti-Inflammatory Actions of
Mouse-Derived Adipose Tissue Mesenchymal Stem Cells Secretome. Int. J. Mol. Sci. 2021, 22, 1375. [CrossRef]

30. Shi, W.; Guo, S.; Liu, L.; Liu, Q.; Huo, F.; Ding, Y.; Tian, W. Small Extracellular Vesicles from Lipopolysaccharide-Preconditioned
Dental Follicle Cells Promote Periodontal Regeneration in an Inflammatory Microenvironment. ACS Biomater. Sci. Eng. 2020, 6,
5797–5810. [CrossRef] [PubMed]

31. Nakao, Y.; Fukuda, T.; Zhang, Q.; Sanui, T.; Shinjo, T.; Kou, X.; Chen, C.; Liu, D.; Watanabe, Y.; Hayashi, C.; et al. Exosomes from
TNF-α-Treated Human Gingiva-Derived MSCs Enhance M2 Macrophage Polarization and Inhibit Periodontal Bone Loss. Acta
Biomater. 2021, 122, 306–324. [CrossRef]

https://doi.org/10.3389/fcimb.2020.620801
https://www.ncbi.nlm.nih.gov/pubmed/33718256
https://doi.org/10.1111/iej.13721
https://www.ncbi.nlm.nih.gov/pubmed/35274316
https://doi.org/10.1155/2020/5816723
https://www.ncbi.nlm.nih.gov/pubmed/32565828
https://doi.org/10.1016/j.cell.2018.08.071
https://www.ncbi.nlm.nih.gov/pubmed/30388451
https://doi.org/10.1172/JCI124615
https://doi.org/10.1016/j.joen.2022.04.011
https://www.ncbi.nlm.nih.gov/pubmed/35513088
https://doi.org/10.1186/s12964-023-01103-6
https://www.ncbi.nlm.nih.gov/pubmed/37055761
https://doi.org/10.7150/thno.74305
https://www.ncbi.nlm.nih.gov/pubmed/36185597
https://doi.org/10.1038/s41580-022-00460-3
https://www.ncbi.nlm.nih.gov/pubmed/35260831
https://doi.org/10.1002/jev2.12404
https://www.ncbi.nlm.nih.gov/pubmed/38326288
https://doi.org/10.1002/btm2.10065
https://www.ncbi.nlm.nih.gov/pubmed/28932818
https://doi.org/10.1016/j.biotechadv.2023.108158
https://www.ncbi.nlm.nih.gov/pubmed/37105240
https://doi.org/10.1016/j.ceb.2014.05.004
https://doi.org/10.1038/s41556-018-0250-9
https://www.ncbi.nlm.nih.gov/pubmed/30602770
https://doi.org/10.1186/s12951-022-01314-y
https://www.ncbi.nlm.nih.gov/pubmed/35248085
https://doi.org/10.2147/IJN.S162836
https://www.ncbi.nlm.nih.gov/pubmed/29988728
https://doi.org/10.1007/s10815-019-01687-4
https://www.ncbi.nlm.nih.gov/pubmed/31938932
https://doi.org/10.3390/ijms20020406
https://www.ncbi.nlm.nih.gov/pubmed/30669338
https://doi.org/10.3390/ijms19123843
https://doi.org/10.1038/s41418-019-0349-y
https://www.ncbi.nlm.nih.gov/pubmed/31097789
https://doi.org/10.3390/ijms22031375
https://doi.org/10.1021/acsbiomaterials.0c00882
https://www.ncbi.nlm.nih.gov/pubmed/33320548
https://doi.org/10.1016/j.actbio.2020.12.046


Int. J. Mol. Sci. 2025, 26, 297 14 of 14

32. Gaudin, A.; Tolar, M.; Peters, O.A. Lipoxin A4 Attenuates the Inflammatory Response in Stem Cells of the Apical Papilla via
ALX/FPR2. Sci. Rep. 2018, 8, 8921. [CrossRef]

33. Catalano, M.; O’Driscoll, L. Inhibiting Extracellular Vesicles Formation and Release: A Review of EV Inhibitors. J. Extracell.
Vesicles 2020, 9, 1703244. [CrossRef]

34. Essandoh, K.; Yang, L.; Wang, X.; Huang, W.; Qin, D.; Hao, J.; Wang, Y.; Zingarelli, B.; Peng, T.; Fan, G.-C. Blockade of Exosome
Generation with GW4869 Dampens the Sepsis-Induced Inflammation and Cardiac Dysfunction. Biochim. Biophys. Acta (BBA) Mol.
Basis Dis. 2015, 1852, 2362–2371. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1038/s41598-018-27194-7
https://doi.org/10.1080/20013078.2019.1703244
https://doi.org/10.1016/j.bbadis.2015.08.010

	Introduction 
	Results 
	Characterization of sEVs-CT and sEVs-LPS 
	Effect of sEVs-LPS on SCAP Osteoblastic Differentiation and Metabolic Activity 
	Effect of sEVs-LPS on Macrophages Polarization 

	Discussion 
	Materials and Methods 
	Isolation of sEVs Derived from SCAP 
	Scanning Transmission Electron Microscopy 
	Small Extracellular Vesicles Size and Concentration Measurement 
	Western Blot 
	Metabolic Activity Assay 
	SCAP Osteoblastic Differentiation 
	Macrophages Polarization 
	Quantitative Real-Time PCR (RT-qPCR) 
	Bead Based Immunoassay 
	Statistical Analysis 

	Conclusions 
	References

