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Figure S1. Maximum-likelihood tree of ITS sequence. Branches are labeled with bootstrap support values (= 60%)
based on 1000 replicates. The taxon name is followed by the strain number. The tree is rooted with Botryobambusa
fusicoccumn (MFLUCC 11-0143).



65 Botryosphaeria_dothidea_3253 (Australia)
Botryosphaeria_dothidea_3261 (Australia)
4| Botryosphaeria_dothidea_3275 (Australia)
Botryosphaeria_dothidea_3247 (Australia)
Botryosphaeria_dothidea_3161 (Australia)
Botryosphaeria_minutispermatia_GZCC_16-0014
Botryosphaeria_minutispermatia_GZCC_16-0013
x_| Botryosphaeria_auasmontanum_MFLUCC_150923

Botryosphaeria_auasmontanum_MFLUCC_171071
ACAs2
Acsel
MgPC7
Mp30p
CLRiz2
SG3
MgPCE
Mp28j
Botryosphaeria_dothidea_CBS_110302
AcE3
Botryosphaeria_dothidea_CBS_115476
Thgl/10
MgBt1
OvFs/g
Th/g2017
OvdF3e
Botryosphaeria_rosaceae_CFCC_B2350
Botryosphaeria_rosaceae_DZP_B
Botryosphaeria_kuwatsukai_PGZH18
Botryosphaeria_kuwatsukai_PGYT19
97, Botryosphaeria_fusispora_MFLUCC_11-0507
Botryosphaeria_fusispora_MFLUCC_10-0098
Botryosphaeria_fabicerciana_CMW_27108
Botryosphaeria_fabicerciana_CBS_127153
Botryosphaeria_corticis_CBS119047
Botryosphaeria_corticis ATCC_22927
90 Botryosphaeria_dothidea_strain_3242 (South Africa)
Botryosphaeria_dothidea_strain_3279 (South Africa)
Botryosphaeria_dothidea_strain_3278 (South Africa)
Botryosphaeria_dothidea_strain_3179 (South Africa)
Botryosphaeria_dothidea_3241 (South Africa)
Botryosphaeria_auasmontanum_CBS_121769
Botryosphaeria_wangensis_CERC_2300
Botryosphaeria_wangensis_CERC_2298
Botryosphaeria_gingyuanensis_ CERC_2945
65 Botryosphaeria_gingyuanensis_ CERC_2947
Botryosphaeria_sinensis_BJFU_DZP141005-06
Botryosphaeria_sinensis_BJFU_DZP141111-10
Botryosphaeria_ginlingensis_CFCC_52984
Botryosphaeria_ginlingensis_52985

100 | Botryosphaeria_agaves_MFLUCC_10_0051
I Botryosphaeria_agaves_MFLUCC_11_0125

75

98

75

Botryosphaeria_scharifii_CBS_124703
95 Botryosphaeria_scharifii_ CBS_124702
95, Botryosphaeria_pseudoramosa_CERC_2001
Botryosphaeria_pseudoramosa_CERC_3455
Botryosphaeria_ramosa_CBS_122069
Botryobambusa_fusicoccum_MFLUCC_11_0143

004

Figure S2. Maximum-likelihood tree of EF sequence. Branches are labeled with bootstrap support values (= 60%) based

on 1000 replicates. The taxon name is followed by the strain number. The tree is rooted with Botryobambusa fusicoccum
(MFLUCC 11-0143).
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Figure S3. One of the 1000 most parsimonious trees resulting from the analysis of concatenated ITS and TEF1

sequences. Maximum parsimony bootstrap values (= 60%) based on 1000 replicates are shown on the branches. The tree
is rooted with Botryobambusa fusicoccurn (MFLUCC 11-0143).



