
Table S7: Posterior probability of four putative scenarios, and type I and type II errors for 
scenario 1 in DIYABC1 analysis of Dipterocarpus turbinatus 
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Scenario 1 2 3 4 

Posterior probabilities 0.5269 0.14 0.1748 0.1583 

Confidence intervals 0.4974-0.5564 0.0801-0.1998 0.1455-0.2041 0.1262-0.1905 
 

Type I error 0.397    

Mean type II error 0.123 
(0.059-0.159)    


