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Table S1 List of lipids identified or annotated in minipig sebaceous glands
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* molecule is detected as more than one ion forms
** multiple possibilities based on available data

*** one structure is listed when there are more than three possibilities




Table S2 Enzymes catalyzing the metabolism of DGs and TGs
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Table S3 List of lipids identified or annotated in minipig epidermis stratum corneum
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* molecule is detected as more than one ion forms
** multiple possibilities based on available data
**% one structure is listed when there are more than three possibilities




Table S4 List of lipids identified in minipig hair follicles
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* molecule is detected as more than one ion forms
**multiple possibilities based on available data
**% one structure is listed when there are more than three possibilities




Figure S1. Sections collected from minipig skin for MALDI IMS analysis and H&E staining.

Figure S2. H&E staining images of S2T3 and S2T5 in comparison with the optical images of
S1T3 and SITS.

Figure S3. H&E staining of the three hair follicles identified on the minipig skin sections.

Figure S4. Ion images of the same panel of makers displayed in Figure 5 on section S1T3 which
is approximately 100 um away from S1T6.

Figure S5. The ion image of m/z 705.5543 (a hair shaft marker) along with the same panel of
makers displayed in Figure 5 on section of S1T6 showing hair follicle-1, follicle-2, and follicle-
3.
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Overlay of S1T3&S2T3
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Figure S5

Overlay of S1T6&S2T6
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