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Toyran, E.; Koşar, A. Review on

Bortezomib Resistance in Multiple

Myeloma and Potential Role of

Emerging Technologies.

Pharmaceuticals 2023, 16, 111.

https://doi.org/10.3390/ph16010111

Academic Editors: Akinobu Ota and

Kelong Fan

Received: 1 December 2022

Revised: 6 January 2023

Accepted: 10 January 2023

Published: 12 January 2023

Copyright: © 2023 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

pharmaceuticals

Review

Review on Bortezomib Resistance in Multiple Myeloma and
Potential Role of Emerging Technologies
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Abstract: Multiple myeloma is a hematological cancer type. For its treatment, Bortezomib has been
widely used. However, drug resistance to this effective chemotherapeutic has been developed for
various reasons. 2D cell cultures and animal models have failed to understand the MM disease
and Bortezomib resistance. It is therefore essential to utilize new technologies to reveal a complete
molecular profile of the disease. In this review, we in-depth examined the possible molecular mecha-
nisms that cause Bortezomib resistance and specifically addressed MM and Bortezomib resistance.
Moreover, we also included the use of nanoparticles, 3D culture methods, microfluidics, and organ-
on-chip devices in multiple myeloma. We also discussed whether the emerging technology offers the
necessary tools to understand and prevent Bortezomib resistance in multiple myeloma. Despite the
ongoing research activities on MM, the related studies cannot provide a complete summary of MM.
Nanoparticle and 3D culturing have been frequently used to understand MM disease and Bortezomib
resistance. However, the number of microfluidic devices for this application is insufficient. By com-
bining siRNA/miRNA technologies with microfluidic devices, a complete molecular genetic profile
of MM disease could be revealed. Microfluidic chips should be used clinically in personal therapy
and point-of-care applications. At least with Bortezomib microneedles, it could be ensured that MM
patients can go through the treatment process more painlessly. This way, MM can be switched to the
curable cancer type list, and Bortezomib can be targeted for its treatment with fewer side effects.

Keywords: multiple myeloma; Bortezomib; multidrug resistance; nanoparticle; 3D cell culture;
microfluidic; organ-on-chip

1. Introduction

Multiple myeloma (MM) is a type of hematologic cancer characterized by the prolifer-
ation and propagation of a single variant of plasma B-cells [1]. Accumulating myeloma
cells lead to bone destruction, anaemia, hypercalcaemia, and renal insufficiency [2]. MM
represents 18% of hematologic malignancies, and the median age responding to diagnosis
is 69 in the United States of America [3]. In its treatment, it is common to use combined ther-
apy, which usually includes cytotoxic drugs. During recent years, proteasome inhibitors
have provided the most important advantage in drug therapies [4]. Proteasome inhibitors
interrupt the ubiquitin proteasome system. Thus, they inhibit the degradation of ubiqui-
tinated proteins such as cyclin and cyclin-dependent kinase inhibitors that regulate the
cell cycle, leading to an accumulation of proapoptotic factors, which results in triggering
apoptosis [5]. Therefore, the discovery of these inhibitors provides a viable approach in
selectively inducing apoptosis, reducing cell proliferation, and sensitizing tumour cells to
conventional therapeutics [6]. The epoxy-ketone-based proteasome inhibitor Carfilzomib
was approved by the United States Food and Drug Administration (FDA) in July 2012 for
the treatment of patients with difficult-to-treat and relapsed MM. Carfilzomib has been

Pharmaceuticals 2023, 16, 111. https://doi.org/10.3390/ph16010111 https://www.mdpi.com/journal/pharmaceuticals

https://doi.org/10.3390/ph16010111
https://creativecommons.org/
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://www.mdpi.com/journal/pharmaceuticals
https://www.mdpi.com
https://orcid.org/0000-0002-2928-6474
https://orcid.org/0000-0003-4668-5036
https://orcid.org/0000-0002-4972-3678
https://orcid.org/0000-0001-6283-6717
https://doi.org/10.3390/ph16010111
https://www.mdpi.com/journal/pharmaceuticals
https://www.mdpi.com/article/10.3390/ph16010111?type=check_update&version=1


Pharmaceuticals 2023, 16, 111 2 of 22

proven to be effective for patients with MM who relapsed after Bortezomib therapy [7].
Ixazomib, the first oral proteasome inhibitor, has been approved by the United States and
the European Union for the use with Lenalidomide and Dexamethasone in the treatment of
MM patients who received prior chemotherapy [8].

Bortezomib is the first-class proteasome inhibitor approved for MM by the FDA
and European Agency for Evaluation of Medicinal Products (EMEA). The advantage of
Bortezomib is that it provides selective and reversible inhibition. Bortezomib’s inhibition
was demonstrated to be effective in 60 human tumour cell lines, which were included in
the NCI Therapy Development Program, and it was reported that bortozomib has different
effects in different types of cancer (Table 1). Reversible inhibition of proteosome functions
reached optimum anticancer activity (approximately 70%) in MM cell lines [9]. Bortezomib
also reduced tumour growth in xenograft mouse models for multiple myeloma, adult T-cell
leukaemia, lung, breast, prostate, pancreatic, head and neck, melanoma cancers [10].

Table 1. The effects of Bortezomib on different tumors.

Cancer Type Effect Ref.

Adult T-cell leukemia/Cutaneous T-cell lymphoma Inactivation of nfκb pathway and up-regulation of NOXA [11]
Breast cancer Activation of caspase-3 in p53-null breast cancer cells [12]

Cervical cancer Increased expression of caspase-3, PARP, and increased the
level of ER stress-associated and autophagy-related proteins [13]

Colorectal carcinoma Prevention of NF-κb signaling [14]

Esophageal squamous
cell carcinomas

TRAIL-induced apoptosis and increased
Association of caspase-8 and the Fas-associated
death domain

[15]

Head and neck squamous cell carcinomas Inhibition of NF-κb and AP-1 activities [16]

Melanoma Activation of ER-stress and mitochondrial-dysregulation
associated pathways [17]

Neuroblastoma Induction of eif2α signalling and ATF-4 dependent ER stress [18]

Non-small lung cancer Up-regulation of p21(waf1) and p53, and down-regulation
of bcl-2 via the JNK/c-Jun/AP-1 signaling [19]

Pancreatic cancer Repression in Bcl-2 and an
Increase in Bax and p53 [20]

Prostate cancer Inhibition of HIF-1α and suppression of PI3K/Akt/mtor
and MAPK pathways [21]

Renal cell
carcinoma Increase in caspase-8 activity [22]

The majority of chemotherapeutics cannot successfully pass through Phase 3 stud-
ies [23], which is due to the traditional cell culture and animal models used in preclinical
studies [24]. As a result of advances in fabrication technology, cell culture systems have been
moved from two-dimensional to three-dimensional platforms. On one hand, there are 2D
cell cultures and high-cost mouse models that are insufficient to represent the tumour micro
environment, while on the other hand there are 3D models, new generation microfluidic,
and organ-on-chip devices that have evolved to investigate the angiogenesis, metastasis,
and relationships with the tumour on a small chip. Thanks to this emerging technology,
the preclinical trials of the prodrugs can be done, and distribution of the existing drugs
can be made. The appropriate treatment method can be maintained by determining the
resistance profile in the cells taken from the patients beforehand. In this review, we will first
discuss the bortezomib-induced drug resistance mechanisms in multiple myeloma and then
examine the role of emerging technologies such as 3D models, microfluidics, organ-on-chip
devices, and nanoparticles in elucidating bortezomib resistance in multiple myeloma.
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2. Mechanisms of Bortezomib Resistance in MM Cell

Bortezomib is the most effective chemotherapeutic drug used in the treatment of MM.
This inhibitor is a dipeptide boronic acid analogue discovered in 1995 and is the premier
in the class of chymotrypsin-like (CP) inhibitors. Bortezomib is a C-terminal boronic
acid, and the boron atom is essential for inhibiting the proteasome activity because of its
ability to specifically and tightly bind the β5 catalytic subunit. Boronates form tetrahedral
adducts, which are further stabilized by a hydrogen bond between the N-terminal amino
group of threonines and the hydroxyl groups of boronic acid. These bonds provide a
higher influence for Bortezomib than other drugs developed for inhibition. It binds the
proteasome with a high resolution, slowly dissociates, and provides a stable but reversible
proteasome inhibition. However, after a while, Bortezomib resistance develops in patients.
Multidrug resistance frequently occurs in multiple myeloma and is strongly associated
with relapse of the disease. Bortezomib resistance was observed even in newly diagnosed
MM patients who received treatment for the first time [25]. The survival of cancer cells
as a result of removal of chemotherapeutics such as Bortezomib due to various reasons
is defined as multi-drug resistance (MDR). MDR is the most prominent cause of the loss
in effects of chemotherapeutics and constitutes an important issue in the treatment of
cancer [26]. Various mechanisms have been suggested to explain the multidrug resistance
in cancer cells. Increased drug excretion, decreased drug uptake, activation of detoxification
systems, inhibition of apoptosis, alterations in cell cycle regulation factors, and changes
in drug targets are among the causes [27]. Although almost all of these mechanisms are
related to MM, many of them trigger each other. Therefore, it is impossible to consider
resistance mechanisms in a completely independent fashion. The mechanisms of resistance
by selecting those related to Bortezomib resistance in MM are summarized in Table 2.

Table 2. Summary table of Bortezomib resistance mechanisms in MM.

Resistance Mechanism Main Factors Contribution Ref.

Abnormal drug transport P-gp, BCRP, LRP, MRP1-9 Increases Bortezomib excretion [28–36]
Activation of detoxification systems GSH/GST levels Increases Bortezomib excretion [37,38]

Changes in drug targets
Unfolded Protein Response,
Autophagy, PSMB5 and
PSMB8 mutations

Prevents Bortezomib binding to
proteasome by interrupting the UPS [39–42]

Domination of cell cycle or apoptosis P-53, c-Myc, MAF, Bcl-2/Bax ratio,
anti-apoptotic factors, miRNAs Regulates cell survival and death [43–48]

Distortion of signaling pathways NF-kB, JAK/STAT3, PI3K/AKT,
SFM-DR, CAM-DR

Maintains interaction with BM
microenvironment [49–52]

2.1. Abnormal Drug Transport

Resistant cells of cancer patients that do not respond to chemotherapy have highly
expressed ATP-Binding Cassette (ABC) transporter proteins located in the cytoplasmic
region of their membranes [53]. ABC transporters are responsible for transporting drugs
and drug metabolites in the organism, working as ATP dependent (Figure 1a). The ABC
protein family has at least 48 known members in humans, most of which are drug trans-
porters [54]. A high expression of ABC transporters has been shown to be responsible
for MDR [55]. The most studied efflux transporters are ABCB1 (P-glycoprotein), ABCG2
(BCRP), LRP, and MRP1-9. P-glycoprotein (P-gp), the first discovered member of the
ABC transporter family, is encoded by the MDR-1 gene [56]. P-gp is the primary drug
transporter protein, which binds the drug and carries it against a concentration gradient
by ATP hydrolysis [57]. The expression of P-gp in healthy human tissues functions as a
natural detoxification mechanism for excreting drugs and other xenobiotics from the body.
P-gp is also overexpressed in cancer cells, resulting in a decrease of the intracellular drug
concentration by inhibiting the uptake of many structurally different drugs into cells and
extruding them from tumour cells [58]. Since most of the routinely used anticancer agents
are substrates of P-gp, cancer cells with higher levels of P-gp can develop resistance during
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adaptation to the treatment [35]. A total of 6% of newly diagnosed MM patients are P-gp
positive, while more than 43% are P-gp positive after chemotherapy [28]. In patients with
MM, P-gp expression is usually increased after bortezomib, and some studies indicated
that Bortezomib is a poor substrate for P-gp [59]. In addition, other studies reported that
Bortezomib could reduce P-gp expression in MM cells [60].

Pharmaceuticals 2023, 16, x FOR PEER REVIEW  4  of  23 
 

 

2.1. Abnormal Drug Transport 

Resistant cells of cancer patients that do not respond to chemotherapy have highly 

expressed ATP‐Binding Cassette  (ABC)  transporter proteins  located  in  the cytoplasmic 

region of their membranes [53]. ABC transporters are responsible for transporting drugs 

and drug metabolites in the organism, working as ATP dependent (Figure 1a). The ABC 

protein family has at least 48 known members in humans, most of which are drug trans‐

porters [54]. A high expression of ABC transporters has been shown to be responsible for 

MDR  [55].  The most  studied  efflux  transporters  are ABCB1  (P‐glycoprotein), ABCG2 

(BCRP), LRP, and MRP1‐9. P‐glycoprotein (P‐gp), the first discovered member of the ABC 

transporter family, is encoded by the MDR‐1 gene [56]. P‐gp is the primary drug trans‐

porter protein, which binds the drug and carries  it against a concentration gradient by 

ATP hydrolysis [57]. The expression of P‐gp in healthy human tissues functions as a nat‐

ural detoxification mechanism for excreting drugs and other xenobiotics from the body. 

P‐gp is also overexpressed in cancer cells, resulting in a decrease of the intracellular drug 

concentration by inhibiting the uptake of many structurally different drugs into cells and 

extruding them from tumour cells [58]. Since most of the routinely used anticancer agents 

are substrates of P‐gp, cancer cells with higher levels of P‐gp can develop resistance dur‐

ing adaptation to the treatment [35]. A total of 6% of newly diagnosed MM patients are P‐

gp positive, while more than 43% are P‐gp positive after chemotherapy [28]. In patients 

with MM, P‐gp expression is usually increased after bortezomib, and some studies indi‐

cated that Bortezomib is a poor substrate for P‐gp [59]. In addition, other studies reported 

that Bortezomib could reduce P‐gp expression in MM cells [60]. 

 

Figure 1. Bortezomib resistance mechanisms in MM. (a) Abnormal drug transport. (b) Activation of 

detoxification systems. (c) Changes  in drug targets. (d) Domination of cell cycle or apoptosis. (e) 

Distortion of signalling pathways. 

Breast Cancer Resistance Protein’s (BCRP) role in normal tissues, similar to P‐gp, is 

preserving the organism as the first line of defence against toxins. It was initially discov‐

ered  in  anthracycline‐resistant MCF‐7/AdVrp human breast  cancer  cells  [61]. BCRP  is 

prominently expressed in the placenta, small intestine and colon epithelium, liver cana‐

licular membranes, and breast tissue [62]. Increased expression of BCRP was noticed in 

many drug resistant tumour cell lines [63]. Altered expression in MM cells was associated 

with drug resistance and poor prognosis [29]. However, BCRP is more expressed in MM 

stem cells, leading to disease relapse [64]. 
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of detoxification systems. (c) Changes in drug targets. (d) Domination of cell cycle or apoptosis.
(e) Distortion of signalling pathways.

Breast Cancer Resistance Protein’s (BCRP) role in normal tissues, similar to P-gp, is
preserving the organism as the first line of defence against toxins. It was initially discovered
in anthracycline-resistant MCF-7/AdVrp human breast cancer cells [61]. BCRP is promi-
nently expressed in the placenta, small intestine and colon epithelium, liver canalicular
membranes, and breast tissue [62]. Increased expression of BCRP was noticed in many
drug resistant tumour cell lines [63]. Altered expression in MM cells was associated with
drug resistance and poor prognosis [29]. However, BCRP is more expressed in MM stem
cells, leading to disease relapse [64].

Lung Resistance-related Protein (LRP) is also called major vault protein (MVP or
VAULT1). It was first detected in drug-resistant lung cancer cell lines [65]. Vaults are
ribonucleoprotein particles comprising RNA and protein and are found in the cytoplasm
as a fraction of the nuclear membrane and nuclear pore complex [66]. Thus, they con-
tribute to drug resistance by transporting substances between the nucleus and cytoplasm.
LRP is widely distributed in normal tissues and overexpressed in drug-resistant tumour
cells [67]. Overexpression of LRP was reported in leukaemia [68], testicular tumours [69],
and breast cancers [70]. In MM, the expression of LRP was observed in patients treated
with Melphalan [71] and Bortezomib [29].

The MRP family responsible for MDR includes nine members (MRP-1, MRP-2, MRP-3,
MRP-4, MRP-5, MRP-6, MRP-7, MRP-8, MRP-9). MRP-1 is the first member of the family
and is expressed in various organ and cell types [72]. The tissue distribution of MRP-1 limits
the penetration of certain cytotoxic agents and MRP-1 thus contributes to pharmacological
barriers in the body [73]. MRP-1 can carry structurally different kinds of glutathione
(GSH) conjugated organic anions [74]. GSH is required for resistance because many studies
showed that drug transport occurs only in the presence of reduced GSH [75,76]. MRP-1 has
various complex interactions with GSH and GSH, and thus appears to be co-transported
with (or cross-stimulates transport of) the drug [77]. Until now, some studies have reported
that MRP-1 expression level is high in resistant MM cells [30,35], while others have reported
the opposite [60]. MRP-2 is similar to MRP-1 in its ability to confer resistance to a spectrum
of anticancer drugs in vitro [31]. MRP-3 expression appears to play a role in compensating
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for the loss of MRP-2 in liver diseases [32]. A high expression of the MRP-6 gene in resistant
tumour cells was found only in cell lines highly expressing the MRP-1 gene [34]. MRP-7
can also carry a large proportion of organic anions in vitro, and it was reported that MRP-7
contributed to various anticancer agents in drug resistance [35,78]. It was suggested that
MRP-8 could be a biomarker for predicting the treatment outcomes of AML [36]. Drug
resistance caused by ABC transporters is important for MM as in all diseases. Bortezomib
is the most potent drug for the treatment of MM, and 2D cell cultures are not sufficient to
capture the resistance caused by transporter pumps. The causes of Bortezomib resistance
can be revealed by creating a complete model of the bone marrow microenvironment with
3D culture techniques, microfluidic, and organ-on-chip devices. Owing to the delivery of
Bortezomib with nanoparticles, fewer side effects and targeted therapy may be possible.

2.2. Activation of Detoxification Systems

ABC transporters form a chemo immunity system that dynamically protects our body
from the accumulation of foreign chemical agents [79]. While P-gp carries unmodified
neutral or positively charged hydrophobic compounds, the members of the MRP family
extend the processing time of organic anions and Phase 2 metabolic products. In this
sense, it is not a coincidence that GST and P-gp were found to be expressed together in a
study [80]. The synergy between detoxification systems and conjugating enzymes composes
a very effective system for drug elimination (Figure 1b). Endogenous compounds, lipolic
substances’ biosynthesis, and excretion from cells as glutathioneed (GSH), glucoronated,
and sulphated xenobiotics are of vital importance in detoxification. These substances are
taken up in the cell by oxidation, glutathione, or in conjugation with alternative anionic
groups while being extruded from the cell by transporter pumps. Most of the drugs are
natural toxins and can also be inactivated by oxidation or conjugation. In Phase 2 reactions,
the conjugation with glutathione makes them harmless and water-soluble metabolites.
Only conjugation is not sufficient to remove the drug from the cell [81], because such a
drug is more hydrophilic. MRP transporters were shown to play a role in detoxification
and glutathione-dependent drug resistance [82,83].

Glutathione S-transferases (GSTs) conjugate electrophilic and hydrophobic compounds
of endogenous or exogenous origin with glutathione. GSTs are a family of enzymes that
are generally responsible for Phase 2 detoxification processes, catalysing the conversion
to more easily disposable and less toxic metabolites [84]. GSTs comprise various subunits
with high polymorphism. Each subunit (22–29 kDa) is a dimeric protein consisting of
two catalytically independent functional regions. These functional regions are hydrophilic
G-regions that bind the physiological substrate GSH and H-region, which binds the hy-
drophobic substrates. GSH levels and expression of GST enzymes are increased by the
uptake of anti-cancer agent into the tumour cell [85]. Increased GSH/GST levels accelerate
the metabolism of many drugs in the treatment of chemotherapy, leading to a lack of
drug-targeted effects and resulting in the development of drug resistance [86]. In that
case, GST and MRP over expressions are in line with the synergistic effect on high-level
resistance to several drugs [35,37]. The results of Zhao et al. with MM patients showed
that GSTP1 could be a biomarker for diagnosis and prognosis [38]. In this sense, it is clear
that 3D models, microfluidic, and organ-on-chip devices that provide full simulation of the
BM microenvironment are needed to prevent bortezomib’s detoxification mechanism and
excretion with MDR transporters. In addition, by directing Bortezomib with nanoparticles
in a target-specific manner, extra drug use and excretion can be prevented.

2.3. Changes in Drug Targets

The sensitivity of multiple myeloma cells to Bortezomib is based on the fact that
malignant B cells depend on protein synthesis and conversion and therefore must rely on
the ubiquitin proteasome system (UPS) for processing damaged proteins [87]. Myeloma
cells are the most protein-secreting cells of all cell types, and these proteins, if not folded
properly, are destroyed in the proteasomes (Figure 1c). Therefore, these cells are under a
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constant endoplasmic reticulum stress and can easily induce unfolded protein response
(UPR) [88]. The efficacy of the proteasome inhibitor Bortezomib is limited by the resistance
development in the disease [89]. Studies with MM patient samples and cell lines have
shown that Bortezomib resistance is associated with reduced IRE1/XBP1 activity and
changes with the activity status of UPR [39]. That resistance is associated with decreased
UPS and is also an indicator of disruptions in the mechanisms of autophagy, de-ubiquitation,
and chaperone proteins, which allow the cell to overcome this stress [90]. In normal cellular
homeostasis, autophagy appears to be a tumour suppressor, while it can direct the tumour
cell survival under stress conditions [91]. Autophagy initiates a survival mechanism to
eliminate UPS substrates upon proteasome inhibition [92]. In a study with bortezomib-
resistant breast cancer cells, it was reported that increased ATF4 expression caused the
induction of autophagy [93]. Induction of autophagy via chaperones (Hsp70 and Hsp90)
also has an effect on the survival and apoptosis of MM cells [40].

The studies on molecular mechanisms underlying Bortezomib resistance have focused
on developing BTZ resistant tumour cell line models [94]. BTZ resistant cell line models
were mutated in the β5 subunit of the proteasome, and these mutations were clustered at
the S1 binding site in the PSMB5 gene [59]. It was observed that different PSMB5 mutations
caused different levels of BTZ resistance and continuous mutations occurred due to selective
repression in long-term cultures [41]. Of course, only the mutations in the β5 subunit will
not be responsible for the entire resistance mechanism. Many studies emphasized that
over-expression of the POMP gene plays a role in BTZ resistant cell lines [95]. As known,
tumour cells have a potential in directing the immunoproteasome function to get away
from immune surveillance [96]. It was shown that the PSMB8 gene responsible for the β5i
subunit was mutated in BTZ resistant cell lines [42]. These mutations caused a decrease in
PSMB8 expression and chymotrypsin-like activity [97]. This way, BTZ resistant cell lines
could gain a high drug resistance phenotype by lowering the immunoproteasome level [98].
siRNA and miRNA technologies can be used to elucidate other proteasome mutations
and their functions or other mechanisms for Bortezomib resistance in MM. The use of
3D models, microfluidic, and organ-on-chip devices in combination with siRNA/miRNA
technologies will greatly contribute to the examination of the Bortezomib resistance profile
at the organism level.

2.4. Domination of Cell Cycle or Apoptosis

Cell cycle and apoptosis function in cancer cells are impaired for many different
reasons (Figure 1d). Mutations for the activation of oncogenes such as NRAS, KRAS, BRAF,
and CCND1 and inhibition of tumour suppressors such as RB1, DIS3, CDKN2A, and
CDKN2C are involved in the development of MM [99]. P-53, known as the guardian of the
genome, is a protein that has excessive mutations in cancer patients and fulfils this role by
mediating the degradation of numerous cell cycle regulators and apoptotic factors (Bcl-2,
p21, p27, c-Myc, cyclin A, B, D, E). When p53 mutation occurs in MM cells, the relevant
signalling pathways and targets were shown to cause the development of anti-apoptosis
and drug resistance [43,46]. The overexpression of c-Myc on chromosome 8q24 is also
associated with disease aggression and Bortezomib resistance [44]. MM cells with MAF
overexpression were resistant to Bortezomib by inhibiting apoptosis [45]. All of these
contribute to oncogenesis by promoting MM progression and drug resistance.

Apoptosis is an energy-dependent programmed cell death, regulated by the organism.
This process plays a critical role in the maintenance of tissue homeostasis as well as the
destruction of damaged or potentially dangerous cells. Chemotherapy can substantially
kill tumour cells with apoptosis, while inhibition of apoptosis can make tumour cells
become resistant to chemotherapy [100]. Suppressing apoptosis provides an advantage
to the cancer cell by reducing cell forfeit [101]. MM cells induce apoptosis by changing
FAS, TNF-associated ligands, or Bcl-2/Bax ratio [46]. Changes in Bcl-2 and Bax regulation
were observed in MM cells following Bortezomib treatment [102]. Apoptosis-suppressed
MM cells increase the regulation of antiapoptotic factors (Bcl-xL, Mcl-1, Bcl-2), upregulate
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apoptosis inhibitors, and acquire resistance to FAS, TNF ligands that induce apoptosis [47].
TNF-α and FasL family member TRAIL/Apo2L reversed Bortezomib resistance in MM
cells [103]. MM cells express high levels of PD-L1, which helps them evade immune cells.
Increased PD-L1 expression in MM cells stimulated with IFN-γ and TLR ligands escapes
from cytotoxic T lymphocytes by inhibition of MyD88/TRAF6 and MEK/ERK/STAT1 [104].
The resistant tumour cells get rid of drug-induced apoptosis by excreting the drug from
the cell, and ABC transporters cause multi-drug resistance in tumour cells not only by
drug excretion but also by apoptosis and cell cycle signalling pathways [105]. Furthermore,
glutathione conjugates of many anti-cancer drugs regulate the stress-activated apoptosis
pathway through GST isoenzymes [106].

Apart from these, it was noticed that some miRNAs targeting genes that regulate cell
cycle, apoptosis, survival and cell growth in MM are dysregulated [107]. For example,
miR-106b-25 cluster, miR-181a, miR-181b, and miR-32 together regulate p-53 [108]. The
miR-17-92 cluster regulates Bcl-2 [109], miR-29b Mcl-1 [110], miR-21 STAT3 [111], and
miR-125b BLIMP1 [112]. Furthermore, Neri et al. identified an MM miRNA signature that
was critical in the development of resistance to Bortezomib [48]. The genetic mechanisms
responsible for the development of Bortezomib resistance in multiple myeloma can be
complex [113]. Therefore, 3D modelling of the factors that push MM cells to apoptosis
and resistance to bortezomib, both in terms of genetics and the tumour microenvironment,
might be a solution for re-sensitizing myeloma cells. Gene silencing and personalized
treatment options will be possible with microfluidic and organ-on-chip devices that can be
used for this purpose. Moreover, with the targeting ability of nanoparticles, specifically
MM cells will be able to undergo apoptosis.

2.5. Distortion of Signalling Pathways

Inhibiting proteasomes with Bortezomib disrupts various cell signalling pathways,
leading to apoptosis, cell cycle arrest, and supressing angiogenesis (Figure 1e). Cancer
cells can prevent drug-induced apoptosis by activating survival factors. The interaction of
myeloma cells between bone marrow (BM) stromal cells and extracellular matrix (ECM)
proteins is vital for ensuring the release of growth factors and cytokines. Bortezomib
prevents the binding of myeloma cells to ECM proteins and BM stromal cells. The pro-
liferation of MM cells is triggered by cytokines such as IL-6, IL-21, IGF-1, VEGF, TNF-α,
SDF-1α, and the RAF/MEK/MAPK signalling cascade in the BM microenvironment [114].
NF-kB activity in myeloma cells is important for maintaining the interaction with BM
stromal cells, because this factor regulates the expression of IL-6, VEGF, and IGF-1, which
provides the survival, development, and chemoresistance of myeloma cells around BM [49].
Subsequently, JAK/STAT3 and PI3K/AKT signal cascades take place. NF-kB allows the
expression of genes that protect cells from drug-induced apoptosis, thereby reducing the
effectiveness of chemotherapy [50]. While Bortezomib performs apoptotic function by
inhibiting the canonical pathway of NF-kB, it induces the non-canonical pathway that
makes myeloma cells less susceptible to Bortezomib at the same time [115]. Thus, myeloma
cells could develop a bortezomib-resistant NF-kB phenotype [116]. Inhibition of NF-kB
activation might cause DNA damage via the atypical pathway in myeloma cells and result
in the actuation of multiple survival mechanisms.

BM microenvironment mediated drug resistance is defined by soluble factor (SFM-DR)
and cell adhesion (CAM-DR) drug resistance mechanisms [117]. MM precursor cells with a
high expression of adhesion molecules are drug resistant and selected with the contribution
of CAM-DR during treatment process [51]. SFM-DR can be best described by IL-6 affinity, be-
cause IL-6 secretion leads to Bortezomib resistance in myeloma cells [52]. Likewise, myeloma
cells showed Bortezomib resistance by IL-8 released from BM stromal cells [118]. In addition,
MARCKS is a protein that plays an important role in cell adhesion, spreads invasion, and
has recently been implicated in metastasis [119]. The ability of exosomes to deliver various
molecules might affect Bortezomib resistance. Indeed, it was reported that BMSC-derived
exosomes could inhibit MM cell death [120]. It was also found that increased RARα-2 ex-
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pression contributed to drug resistance in MM CSCs [121]. With the contributions of 3D
culturing, microfluidic and organ-on-chip devices that recapitulate the disrupted signalling
pathways and tumour microenvironment, we can understand how the processes lead to MM
Bortezomib resistance function. Thus, personalized and bedside treatment will be possible,
and new generation drugs and different advancing technologies will be realized.

3. Emerging Technologies

Emerging technologies provide valuable platforms to overcome Bortezomib resistance
in MM. Nanoparticles, 2D and 3D cell models, microfluidic and organ-on-chip devices
are covered in this review (Table 3). The related technologies assist us in unravelling the
complex mechanisms of MM such as tumour microenvironment, invasion, metastasis,
apoptosis, drug delivery, and drug resistance.

Table 3. Emerging technologies used in MM disease.

Emerging Technology Method Anticancer Agent Purpose Ref.

Nanoparticles

Liposome Bortezomib Drug delivery [122,123]
Chitosan Bortezomib Drug delivery [124]
Poly(ε-caprolactone)-poly(ethylene
glycol)-poly(ε-caprolactone) with the
MM cell membrane

Bortezomib Drug delivery [125]

PEGylated dendrimer Bortezomib Drug delivery [126]
Hyaluronic acid shell and
disulfide-crosslinked core micelles Bortezomib Drug delivery [127]

Mesoporous silica Bortezomib Drug delivery [128]
Gold nanoparticle Bortezomib Drug delivery [129]
Polyethylene glycol
and polycaprolactone

5-Aza-2′-deoxycytidine
Bortezomib Drug delivery [130]

3D culture systems

Conical agarose microwell array Bortezomib and Auranofin 3D high-throughput
co-culture system [131]

Coaxial extrusion bioprinting Bortezomib
Tocilizumab

3D-Bioprinted multiple
myeloma model [132]

Microspheres Microgels Bortezomib
Dexamethasone

Dynamic 3D multiple
myeloma culture [133]

TAM modulation of
cancer immunotherapy - Ex vivo 3D TME-mimicry culture [134]

3D myeloma coculture with bone
cell/cancer cell -

Investigation of MM cells
osteogenesis, angiogenesis,

tumor growth, and
drug response

[135]

2D/3D coculture Withaferin A Cytotoxicity [136]

2D/Hydrogel based 3D ex vivo
co-culture system

Pomalidomide
Lenalidomide
Thalidomide
Bortezomib
Carfilzomib
Doxorubicin

Dexamethasone
Melphalan

MM pathogenesis and drug
resistance in the BM niche [137]

Microfluidic systems

Traffic and metastasis of MM cells -
Mimic bone marrows’ stroma,

sinusoidal endothelium
and circulation

[138]

Capture clonal plasma cells - Micropillar-integrated
microfluidic device [139]

Micromanipulation and encapsulation
using a droplet-based
microfluidic device

Bortezomib
Lenalidomide

Ex vivo platform of primary
multiple myeloma cells for

drug screening
[140]

Thermoplastic
PDMS microfluidic devices

Bortezomib
Carfilzomib

The importance of material
selection in microfluidic device

design, for drug cytotoxicity
[141]

Enrichment of plasma cells by
MF-CD45-TACs (microfluidic–CD45
depletion–tetrameric
antibody complexes)

- Detection of cytogenetic
abnormalities in MM patients [142]

Propagation of primary CD138+ MM
cells in microfluidic-cis-culture
(MicroC3) to simulate patients’ own
tumor microenvironment

Bortezomib Chemosensitivity and
resistance assay [143]

Organ-on-chip Organ-on-a-chip model of vascularized
human bone marrow niches Doxorubicin

3D in vitro model of human bone
marrow function and

drug response
[144]
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3.1. Nanoparticles

By overcoming the molecular complexity of tumour cells, smart drug methods are
used to better modulate intercellular signalling and to attract immune cells. They are
indispensable for treatment and utilization procedures, and can be directed to the bone
marrow where MM cells originate, maximizing the therapeutic effect and thus minimizing
the side effects of chemotherapeutics [145,146]. Most of the chemotherapeutics used in
cancer are eliminated by detoxification systems in the body. Drug delivery systems enable
the chemotherapeutics used to reach the desired area in the body at the desired dose and to
treat them with the least side effects [145]. Nanoparticles are 1–1000 nm in size, and they
are biocompatible, biodegradable, and can be loaded with more than one therapeutic agent.
Drug delivery with nanoparticles can overcome the drawbacks of combined drug therapy,
multi-drug resistance, low drug efficacy, and limited drug regimen [147]]. Nanoparticles
are the encapsulation of a drug or a new chemical agent through micelles, liposomes,
dendrimers, nanospheres, etc. [146]. Liposomes have more success because of their higher
biocompatibility [147]. For instance, ROCK inhibitor and Bortezomib loaded liposomes
were more effective on MM cells and caused less side effects in a study targeting the bone
marrow microenvironment [122]. Peptide-conjugated liposomal nanoparticles targeting
MM via CD38 and CD138 receptors were considered as more promising (Figure 2a) [123].
In another CD38-targeted study, it was reported that chitosan Bortezomib nanoparticles
increased proteasome inhibition as a result of endocytosis uptake (Figure 2b) [124].
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cells [123], Copyright 2020, Journal of Hematology and Oncology; (b) fluorescence reading of
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(Red) [124], Copyright 2018, Journal of Controlled Release.

Nanoparticles can be prepared using polymer, non-polymer and lipid-based materials.
Polymer-based ones include dendrimers, nanoparticles, micelles, and nanogels, while the
most notable ones among non-polymer-based ones are silica-based, metallic nanoparticles,
and nanotubes [145]. The nanoparticles obtained by covering Bortezomib-loaded polymers
with myeloma cell membrane can escape from phagocytosis and easily enter the BM mi-
croenvironment because they resemble the MM cells (Figure 3) [125]. PEGylated dendrimer
Bortezomib-prodrug was also shown to be important in the treatment of solid tumours
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in vivo [126]. Hyaluronic acid shell and disulphide-crosslinked core micelles with Borte-
zomib distribution exhibited growth suppression in mice [127]. The physical and chemical
properties, size, and shape of nanoparticles can vary according to the material used in their
preparation. Therefore, the particle must be well designed in order to display the desired
effect. For example, Bortezomib mesoporous silica vehicle targeted to the folic acid receptor
on MM cells was very successful in apoptosis [128]. In another study on targeting folic acid,
Bortezomib loaded on gold nanoparticles maintained their functional activity [129]. The
drug and polymer combination makes the drug more soluble in water [148]. The success of
drug-polymer complexes in therapy could be seen in Doxil, which was approved by the
FDA in 1995 [149]. MM cells were treated with polymer-coated 5-Aza-2′-deoxycytidine
and Bortezomib nanoparticles to enhance apoptosis [130].
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Targeting the nanoparticles to cancer cells is essential with the use of active and pas-
sive approaches. The enhanced permeability and retention (EPR) effects in the passive
targeting make nanoparticles easily arrive and accumulate in the tumour region, where
vascularization is higher [145]. In active targeting, the nanoparticle surface is coated with
targeting fragments such as proteins, peptides, nucleic acids, antibodies, or small molecules
that recognize and bind cancer or endothelial cell receptors and stimulate endocytosis [146].
Although nanoparticles should be target-specific, they should not damage other tissues
and should be easily eliminated from the body after performing their role. Mechanisms
that can be triggered by pH, temperature, magnetic field, ultrasound, or light are designed
for the controlled release of nanodrugs. Nanoparticles have been investigated frequently in
the treatment of bortezomib-resistant MM. However, these studies are still in the exper-
imental stage and none of them have been clinically tested and turned into commercial
products. Apart from the treatment option, nanoparticles can also be used for diagnostic
purposes. Theranostics generated with imaging or positioning agents, which are engaged
to nanoparticles, enable drug delivery, release, and efficacy [150]. These platforms also
allow a non-invasive cancer diagnosis.

3.2. 2D/3D Culture Systems

As a conventional approach, tumour migration and invasion can be investigated in
2D cell culture systems. However, developing 3D techniques is more successful in mim-
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icking the tumour microenvironment. The conditions for proliferation, differentiation,
and stimulation are more similar to the ones an in vivo environment in 3D cell cultures.
For example, the 3D coculture of primary MM cells on a conical agarose microwell array
exhibited a more robust proliferation than 2D and liquid overlay cultures (Figure 4a) [131].
Furthermore, Bortezomib and Auranofin caused more cytotoxicity in the 3D culture [131].
In a human bone marrow-like microenvironment produced by 3D bioprinting, MM cells
were able to show better responses to Bortezomib [132]. Accordingly, scaffolds can be pro-
duced organically or synthetically from a basis where tumour cells can unite and mature.
Scaffolds provide the cancer cell with ECM and TME task required for adhesion, signalling,
and proliferation. Therefore, the type, surface area, and pore structure of the material used
in the research are important. Spheroids are frequently used in cancer research to elucidate
cell-cell or cell-ECM relationships and to interpret signalling pathways and gene expres-
sions [151]. In a 3D culture platform designed with microspheres and microgels, MM cells
were able to proliferate and also represented the resistance to Bortezomib (Figure 4b) and
Dexamethasone [133]. Tumour-associated macrophages (TAMs) accumulate in the TME,
reducing the immune response of T cells. In a 3D culture that mimics the cancer immune
environment, the regulation of T-cell immunotherapy by TAM could be investigated [134].
Additionally, CAR-T cells that can be cocultured with spheroids can better recognize can-
cerous cells and contribute to immunotherapy. However, 3D techniques cannot provide
the full picture of inter-tissue contact, concentration gradients, and mechanical properties
in organs [152]. Due to the short lifespan of primary cells taken from patients, clinical
trials are challenging but not impossible. By integrating 3D culturing technology with
microfluidic and organ-on-chip devices, the processes that lead MM cells to Bortezomib
resistance can be masticated in a more economical fashion within a short time.
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3.3. Microfluidic Systems

Microfluidic devices offer attractive conditions such as low Reynolds numbers, re-
duced sample volume, the ability to perform multiple assays on a single chip, fast reaction
time, control of conditions, portability, and point-of-care application, and could be uti-
lized in laboratory tests of blood, urine, or any fluid [153]. The chemical properties of
the reservoirs providing a suitable platform for biological samples are vital for biomedi-
cal applications of microfluidic systems. Polydimethylsiloxane (PDMS) and polymethyl
methacrylate (PMMA) are biocompatible materials most often used in microfluidic devices
as host materials. Transparency is another parameter for microscopy analysis during bi-
ological activations. The internal environment must be under suitable conditions for the
survival of cells or biological samples. As transparency permits, oxygen, carbon dioxide,
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or other chemical compounds could be detected using optical methods. While it is chal-
lenging to use biocompatible materials, the difficulties in their use have been overcome by
developing various fabrication techniques such as moulding, 3D printing, nanofabrication,
and etching [154]. Microfluidic cell culturing chambers developed with soft lithography,
which is a subbranch of moulding techniques, have been used in haematological cancer
studies [155], drug delivery [156], and treatment of bortezomib-resistant MM [157]. In this
regard, microfluidic devices have been developed and operated under laminar flow condi-
tions, thereby providing suitable protective conditions for biological systems. Microfluidics
allows Polymerase Chain Reaction (PCR), electrophoresis, and hybridization techniques
to be performed on a single chip. As a result of the sensitivity of microfluidic technology,
small amounts of DNA, RNA, and Circulating Tumour Cells (CTC) biomarkers in the blood
could be used in the diagnosis of cancer.

Microfluidics assists in appreciating tumour intravasation, extravasation, and angio-
genesis by creating a physically and chemically controllable biological environment [153].
It is known that tumour cells can easily migrate from capillaries to other regions through
invasion and cause metastasis in these regions. Microfluidic systems can manipulate the
fluid flow physics of the circulatory system. After tumour cells enter the bloodstream,
they can be physically damaged or exposed to immune attacks, as nearby vessels have
varying rates of blood viscosity, and this shear stress is involved in various cancer-related
events such as extravasation and metastasis [152]. Traffic and metastasis of MM cells can be
examined with a microfluidic device that recapitulates bone marrows’ stroma, sinusoidal
endothelium, and circulation (Figure 5) [138]. In addition, a mechanical property-based
microfluidic platform is useful to capture clonal plasma cells [139]. In clinical trials, a
microfluidic device that enables the precise detection of cytogenetic changes in plasma cells
could be developed [142]. The epithelial-mesenchymal transition (EMT) process can be
mimicked by creating concentration gradients of various growth factors. The small size
of the microfluidic systems contributes to the fruitfulness of drug screening, and makes it
possible to test chip-sized drug candidates, and to perform immunotherapy and genetic
therapy applications [158]. Thanks to microfluidic technology, we can better understand
the processes of invasion, metastasis, and drug resistance by simulating the MM bone
marrow tumour microenvironment. However, clinical trials regarding the microfluidic
technology are few and need to be expanded. Furthermore, droplet microfluidics, involving
the confinement and capillary forces of two immiscible liquids passing through a channel,
makes a difference in encapsulating various biological molecules, drug screening, and drug
resistance studies [140,159].

Pharmaceuticals 2023, 16, x FOR PEER REVIEW  13  of  23 
 

 

nanofabrication, and etching [154]. Microfluidic cell culturing chambers developed with 

soft lithography, which is a subbranch of moulding techniques, have been used in haema‐

tological cancer studies [155], drug delivery [156], and treatment of bortezomib‐resistant 

MM [157]. In this regard, microfluidic devices have been developed and operated under 

laminar flow conditions, thereby providing suitable protective conditions for biological 

systems. Microfluidics allows Polymerase Chain Reaction (PCR), electrophoresis, and hy‐

bridization techniques to be performed on a single chip. As a result of the sensitivity of 

microfluidic  technology,  small amounts of DNA, RNA, and Circulating Tumour Cells 

(CTC) biomarkers in the blood could be used in the diagnosis of cancer.   

Microfluidics assists in appreciating tumour intravasation, extravasation, and angio‐

genesis by creating a physically and chemically controllable biological environment [153]. 

It is known that tumour cells can easily migrate from capillaries to other regions through 

invasion and cause metastasis in these regions. Microfluidic systems can manipulate the 

fluid  flow physics of  the circulatory system. After  tumour cells enter  the bloodstream, 

they can be physically damaged or exposed to  immune attacks, as nearby vessels have 

varying rates of blood viscosity, and this shear stress is involved in various cancer‐related 

events such as extravasation and metastasis [152]. Traffic and metastasis of MM cells can 

be examined with a microfluidic device that recapitulates bone marrows’ stroma, sinus‐

oidal endothelium, and circulation (Figure 5) [138]. In addition, a mechanical property‐

based microfluidic platform is useful to capture clonal plasma cells [139]. In clinical trials, 

a microfluidic device that enables the precise detection of cytogenetic changes in plasma 

cells could be developed [142]. The epithelial‐mesenchymal transition (EMT) process can 

be mimicked by creating concentration gradients of various growth factors. The small size 

of the microfluidic systems contributes to the fruitfulness of drug screening, and makes it 

possible to test chip‐sized drug candidates, and to perform immunotherapy and genetic 

therapy applications [158]. Thanks to microfluidic technology, we can better understand 

the processes of  invasion, metastasis, and drug  resistance by simulating  the MM bone 

marrow  tumour microenvironment. However, clinical  trials  regarding  the microfluidic 

technology are few and need to be expanded. Furthermore, droplet microfluidics, involv‐

ing  the  confinement  and  capillary  forces of  two  immiscible  liquids passing  through  a 

channel, makes a difference in encapsulating various biological molecules, drug screen‐

ing, and drug resistance studies [140,159]. 

 

Figure 5. (a) A microfluidic device that mimics the circulation of MM cells through the BM sinusoi‐

dal endothelium [138], Copyright 2022, Scientific Reports. (b,c) Endothelial layer formed after 30 h 

of culture CD31 (green) and DAPI (blue). White arrows show pores, yellow arrows show the direc‐

tion of flow adopted from [138], Copyright 2022, Scientific Reports. 

3.4. Organ on a Chip 

A new era in cancer research has started mimicking the process in organs with the 

use of miniature devices. This technology can be used for both single cell research and 

intercellular  communication  studies  by mimicking  the  TME  environment,  because  it 

Figure 5. (a) A microfluidic device that mimics the circulation of MM cells through the BM sinusoidal
endothelium [138], Copyright 2022, Scientific Reports. (b,c) Endothelial layer formed after 30 h of
culture CD31 (green) and DAPI (blue). White arrows show pores, yellow arrows show the direction
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3.4. Organ on a Chip

A new era in cancer research has started mimicking the process in organs with the use
of miniature devices. This technology can be used for both single cell research and intercel-
lular communication studies by mimicking the TME environment, because it provides a
recapitulation of cancerous tissues and organs in small scale, particularly for cases where
animal models are not sufficient (Figure 6). The tumour mass contains not only cancer
cells but also ECM elements, stromal cells, immune cells, and capillaries. Organ-on-a-chip
devices can offer many features such as concentration gradient and shear force in microflu-
idics with cell/tissue/organ interactions in living organisms [24]. In its simplest form, the
activity of cells against drugs can be observed with this technique where a single type of
cell is seeded in a channel on the chip and is prevented from another media [160]. Flow
characteristics, nutrients, oxygen, mechanics, and shear forces in this technology should
be well tuned for a complete recapitulation of the processes in the organism. In light of
these efforts, it is possible to generate organs and tissues-on-chip platforms, where organs
and tissues can be modelled. In this way, gene expressions, signalling pathways, apop-
tosis, and tumour development processes that cause drug resistance can be preclinically
examined. Accordingly, a small-scale imitation of organs such as heart, lung, liver, kidney,
and tissues such as skin, gut, and vessels could be fabricated [161,162]. In the following
stages, body-on-a-chip devices can be achieved by combining all these organ and tissue
models [163]. In this manner, a model of any disease could be easily contrived, and new
drug candidates or drug-resistance researches can be performed on these models without
the need for animal experiments [164].
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Figure 6. Multiorgan-on-chip to mimic metastasis. Caco-2 cells for the intestine, HepG2 cells
for the liver, and MCF-7 cells for breast cancer were cultured [165], Copyright 2010, American
Chemical Society.

To date, few bone-on-chip studies have been conducted, but more research efforts
and clinical trials are needed for specific bone marrow diseases such as MM [166–168].
Because bone is a highly vascularized tissue, it is important to mimic the osteogenic
microenvironment. The model closest to the in vivo bone marrow microenvironment
was able to demonstrate the maintenance and differentiation of CD34+ hematopoietic
stem/progenitor cells, outgrowth of neutrophils (CD66b+), and niche-specific responses to
doxorubicin and granulocyte-colony stimulating factor (Figure 7) [144]. The chip developed
in another study supports the differentiation and maturation of multiple blood cell lineages
while recapitulating many clinically relevant features of BM pathophysiology in response
to drugs, radiation, and genetic mutation [169]. However, summarizing only malignant
B cells and accompanying stromal cells will be insufficient for MM disease. In order to
understand the invasion and metastasis processes, multiorgan-on-chip devices to be used
in preclinical trials are needed.
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Figure 7. (a) Bone-on-chip schematic representation. Cord blood-derived endothelial cells (EC)
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networks in a period of 4–7 days [144], Copyright 2022, Biomaterials. (b) BMoaC cultured with
CellTracker™ Violet hFOB and Deep Red BMSC demonstrated stromal separation by niche [144],
Copyright 2022, Biomaterials.

4. Future Research Directions

MM is still a deadly disease. Even though Bortezomib is widely used in the treatment
of MM and is an effective chemotherapeutic, its drug resistance constitutes a significant
issue. It is very clear that nanoparticles will help to prevent Bortezomib resistance and the
side effects. Besides, integration of Bortezomib nanoparticles with microfluidic systems
for the treatment of MM will be beneficial in overcoming resilience. In fact, microfluidic
systems should be designed for the use of these nanoparticles in the clinic as an MRI device.

Bortezomib is usually given to patients intravenously, which causes pain in patients.
Even if oral Ixazomib is another alternative, there are cases where only Bortezomib should
be used in the clinic. The quality of life of patients who have to cope with the pain of pe-
ripheral neuropathy is already decreased. For this reason, it can be ensured that Bortezomib
treatment, which is currently applied in the clinic, can be less painless. New technolog-
ical approaches such as microneedles allow for more painless intravenous delivery of
bortezomib, and metabolic degradation of Bortezomib and resistance to Bortezomib by
overdose can be thus prevented [170,171]. With this approach, we can offer patients a more
comfortable life by avoiding the side effects of Bortezomib.

Although it has been attended in the literature to understand the molecular mech-
anisms that cause Bortezomib resistance in MM, it cannot be claimed that the resistance
and responsive mechanisms have been fully assessed. It seems unlikely that we can both
understand this resistance and develop new therapeutic approaches in conventional cultur-
ing methods. For this reason, processes such as proliferation, apoptosis, metastasis, and
angiogenesis in MM should be carried out with new generation culture methods and state-
of-the-art miniaturized devices. Thanks to the 3D cell cultures, MM cells are most closely
represented in their natural environment. However, studies so far have tried to summarize
MM harvesting with only a few cell groups. In addition, it is necessary to improve the 3D
systems, which include stem cells, immune, and bone cells, that summarize the complete
bone marrow. In this way, it will be possible to examine the molecular mechanisms and
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re-sensitization pathways that trigger Bortezomib resistance. Combining gene silencing
systems such as siRNA/miRNA with 3D culturing and microfluidic systems can simulate
step-by-step genetic mechanisms, leading to Bortezomib resistance. It is a disadvantage that
primary 3D cultures survive for a few days, and the observation of processes such as cell
interactions, invasion, and metastasis within such a short time is also limited [172]. For this
reason, personalized treatment approaches do not seem very possible in the near future.

Although the use of microfluidic devices in MM has shown success in recapitulating
the microenvironment, it is undeniable that more research is needed. New generation
microfluidic systems to be developed should be able to mimic the behaviour of MM cells
and contact the bone marrow microenvironment. In addition, these devices should be
easy to fabricate and cost effective. Moreover, MM is not a disease that only affects bones
and related tissues. The immune cells and blood cells of the individual are also affected,
and in fact, all tissues are at risk of metastasis through the blood. Although not specific
to MM, several successful bone-on-chip studies have been conducted [144]. However, it
cannot be stated that the complete bone marrow was summarized in these studies, and
all cells belonging to the bone tissue were used. Since MM is a disease that can affect the
whole body, multiorgan-on-chip and body-on-chip studies need to be performed. Finally,
microfluidic and organ-on-chip devices need to be used in the clinic. Developing point-of-
care systems for cell isolation from patients, accelerating diagnosis with cancer biomarkers
and predicting metastasis processes will be vital. In order to achieve all these goals, it is
necessary to improve academic research efforts, as well as joint collaborations with health
industry. This way, cancer will become less deadly.
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