Supplementary Table S2. Overview of water samples used for targeted and broad-target CO/ amplicon molecular methods. The targeted approach
utilised C. simula-specific primers while the broad-targeted approach utilised universal CO/ gene primers. Samples were analysed individually,
except for targeted Nanopore sequencing of C. simula DNA, where PCR products from eighteen samples in total were pooled together.
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Iseawater samples collected in addition to weekly samples, associated with biweekly analysis of M. gigas digestive glands



