Table S1. List of differentially expressed genes (DEGs) identified in Betula spp., Quercus spp., and Populus
spp. under drought, PEG-mediated osmotic stress, and salt stress.

Process DEG Stress conditions Species Reference
Drought stress
Betula platyphylla;
D h 120 h; 1
Iron homeostasis ERF2 rought st;eess,l d 0h; 10 pM Solanum [1,2]
’ lycopersicum
Calcium signaling FRE? Drc.)u.ght stress, 120 h; Ca2+.— B. platyphyllc.l; Malus 23]
deficient postharvested fruit domestica
. Drought stress, 120 h; 20%
Chaperone activity ERF2 PEG6000, 9 h B. platyphylla [2,4]
ROS-scavenging ERF2 Droug}I;tEng)eOs 56’1521}1; 20% B. platyphylla [2,4]
. Drought stress, 120 h; 20%

11 wall 1 ERF2 B. 2,4
Cell wall remodeling PEG6000, 9 h platyphylla [2,4]
Stomatal movement HB7 Drought stress, 120h; 300 mM B. pluthpﬁylla; A. [2,5]

mannitol, drought stress, 21 d thaliana
Chaperone activity MYB102 Drought stress, 120 h B. platyphylia [2]
ROS-scavenging MYB102 Drought stress, 120 h B. platyphylla [2]
Pseudomonas syringae .
Pathogen response PTI5 infiltration S. lycopersicum [6]
Pathogen response PTI5 Drought stress, 120 h B. platyphylia [2]
Delay senescence MYB102 200 mM NaCl treatment Arabidopsis thaliana [7]
Cell wall remodeling WAT1 Drought stress, 124 d Quercus robur [8-11]
D h 124d; i
Root development SPS4 rought stress,. d; Osmotic Q. robur; A. thaliana [11,12]
stress, mannitol -0.6 Mpa
Osmoprotection SPS4 Drought stress, 124 d Q. robur [11]
R h
oot growt DRIP1 Drought stress, 124 d Q. robur [11,13]
suppression
Q. robur; B.
. . Drought stress, 124 d; _
Nefatni’ﬁ IE?UIaEtO;I Oif NAC72 Drought stress, 120 h; ABA t; l;z.ty pfl}ﬁlu, 1? [5/1116/]1 -
putrescine blosynthesis treatment; 150 mM NaCl, 36 h 4 zan:;;p oputus
LOX3.1
T B e It
LOX4 ' 8 ‘
h 124 d; . ;
Pathogen response AOS1 .Droug' tstres's', 2 d', Qp ubesce'ns, Oryza [11,18]
Rhizoctonia solani infiltration sativa
Thermotolerance HSFA4 Drought stress, 124 d; Heat Q. pubesc‘ens; Lilium [11,19]
stress 45°C, 1 h longiflorum
Pyruvate accumulation HMG Drought stress, 4 years Q. pubescens [20]
Stomatal movement HMG Drought stress, 3 weeks A. thaliana [21]
Drought stress, 4 years; Q. pubescens;
ROS-scavenging FC Tetrapyrrole-mediated P ’ [20,22]
A Hordeum vulgare
oxidative stress
Drought stress, 4 years; 400 Q. pubescens; A.
Root development FC mM NaCl, 12 h thaliana [20,23]
. . . Drought stress, 4 years; 400 Q. pubescens; A.
Proline biosynthesis FC mM NaCl, 12 h thaliana [20,23]
Nicotiana
ROS- i BP12 D ht st 13d 24
OS-scavenging U rought stress, 13 benthamiana [24]
Photosynthesis UBP12 Drought stress, 13 d N. benthamiana [24]




Process DEG Stress conditions Species Reference
Stomatal movement UBP12 Drought stress, 13 d N. benthamiana [24]
Drought stress, 17 and 24 d; Quercus ilex;
Thermotolerance ClpB1 Heat stress 42°C, 2 and 6 h Nicotiana tobaccum [25]
. Drought stress, 17 and 24 d; .
Photosynthesis ClpB1 Heat stress 42°C, 2 and 6 h Q. ilex; N. tobaccum [25]
. Drought stress, 17 and 24 d; .
ROS-scavenging ClpB1 Heat stress 42°C, 2 and 6 h Q. ilex; N. tobaccum [25]
Drought stress, 17 and 24 d; . .
Thermotolerance Hsp22 Heat stress 43.5°C, 1 h Q. ilex; A. thaliana [25,26]
Drought stress, 17 and 24 d; . .
Heat memory FtsHé6 Heat stress 44°C, 1.5 h Q. ilex; A. thaliana [25,27]
Epigenetic regulation DRD1 Drought stress, 124 d Q. ilex; A. thaliana [11,28]
DNA repair CUL1 Drought stress, 124 d Q. ilex [11,29]
Stomatal movement CUL1 Drought stress, 124 d Q. ilex [11,29]
ABA signaling CUL1 Drought stress, 124 d Q. ilex [11,29]
. Drought stress, 124 d; 150 mM . .
ROS-scavenging NADH3 NaCl, 200 mM mannitol Q. ilex; A. thaliana [11,30]
Drought stress, 17 and 24 d; Qurecus ilex; Elymus
Cell wall remodeling CSLE6 250 mM NaCl, cold stress 3°C, sibiric,us y [25,31]
20% PEG6000
Cell wall remodeling ARADI Drought stre‘zss, 17 and 24 d; Qurecus. ilex; A. [25,32]
Mechanical damage thaliana
Growth and WAK1
! D h 17 24 ] 2
development WAKS rought stress, 17 and 24 d Qurecus ilex [25,33]
Cell wall remodeling ExPA1 Drought stress, 17 and 24 d; Qurecus ilex; [25,34]
Drought stress, 15 d Saccharum sp.
Drought stress, 17 and 24 d;
WAKI, Erwinia amylovora and Qurecus ilex; A.
Path
athogen response WAKb5 Pseudomonas syringae thaliana (25351
infiltration
PEG-mediated osmitic stress
Cell wall remodeling ERF017 20% PEG6000, 9 h B. platyphylla [4,36]
o ) B. platyphylla;
Heavy metal response ERF017 20% PEG6000, 9 h; 16 mg Lycopersicon [4,37]
Pb/kg
esculentum
h
Growth and AGL61 20% PEG6000, 9 h B. platyphylla [4,38,39]
development
Negative regulator of 20% PEG6000, 9 h; 400 mM B. platyphylla; A.
RKY 4,4
stomatal movement W 6 NaCl, 15% PEG6000, 36 h thaliana [4,40]
Proline biosynthesis HOX2 9% PEG6000, 25 d B. platyphylla [41,42]
. . 9% PEG6000, 25 d; B. platyphylla; A.
Auxin signaling ERFIT Mechanical damage thaliana [41,43]
Negative regulator of 9% PEG6000, 25 d; 30% B. platyphylla; Apple
stomatal movement WRKY29 PEG6000, 3d rootstocks [41,44]
) 9% PEG6000, 25 d; UV-B B. platyphylla; A.
ROS-scavenging TGA5 stress, 24 h thaliana [41,45]
Negative regulator of PP2C 6% PEG, 120 h; 0.4% NaCl, 12 P. ussuriensis; B. [46,47]
stomatal movement d platyphylla
Anth i
qnocyanin NAC35 6% PEG, 120 h Populus ussuriensis ~ [46,48]
biosynthesis
Pathogen response NAC35 6% PEG, 120 h; Puccinia P. ussuriensis; [46,49]




Process DEG Stress conditions Species Reference
triticina infiltarion Triticum sp.
Growth and .
ZAT11 6% PEG, 120 h P. ussuriensis [46,50]
development
h % PEG, 120 h; Pi-defici P. jensis; A.
Growth and WRKY33 6% PEG, 120 h; Pi-deficiency ussurz.enszs, [46,51]
development growth thaliana
Iron homeostasis WRKY33 6% PEG, 120 h; Pi-deficiency P. ussurlfnszs; A. [46,51]
growth thaliana
% PEG, 120 h; Fe-defici P. jensis; A.
Iron homeostasis MYB58 6% PEG, 120 h; Fe-deficiency ussurz?nszs, [46]
growth thaliana
6% PEG, 120 h; Drought stress P. ussurirnsis; B.
Stomatal movement HB7 120, h; 300 mM mannotol, 24 platyphylla; A. [2,5,46]
h thaliana
h
Growth and HBY7 6% PEG, 120 h P. ussuriensis [15,46]
development
% PEG, 120 h; ABA P. jensis; A.
Premature senescence WRKY75 6% PEG, 120 h; ussurgz nste [46,52]
treatment thaliana
Salt stress
150 mM NaCl, 36 h; Populus simonii x
JA biosynthesis ERF15 Helicoverpa armigera Populus nigra; S. [16,53-55]
infiltration lycopersicum
P. simonii x P. nigra;
1 M NaCl, 36 h; ABA and
Hormone response GH3 50m aCl, 36 b; an Saccharum [16,54,56]
MetJA treatment
spontaneum
150 mM NaCl, 36 h; Fusarium P. simonii x P. niera:
Pathogen response GH3 solani var. coeruleum ' - THETH [16,54,56]
o . N. benthamiana
infiltration
Chaperone activity ERF76 150 mM NaCl, 36 h P. simonii x P. nigra [16]
h
Growth and ERF76 150 mM NaCl, 36 h P. simonii x P. nigra  [16]
development
ROS-scavenging ERF76 150 mM NaCl, 36 h P. simonii x P. nigra [16]
Antioxidant activity ERF76 150 mM NaCl, 36 h P. simonii x P. nigra [16,57]
Proline biosynthesis ERF76 150 mM NaCl, 36 h P. simonii x P. nigra [16,57]
Iron homeostasis MYB308 150 mM NaCl, 36 h P. simonii x P. nigra [16,58]
th and P.si ji x P. nigra;
Growth an NAC4 150 mM NaCl, 36 h sumomt ™ - MM 116,59
development A. thaliana
Premature senescence NAC42 150 mM NaCl, 36 h P. simonii x P. nigra [16,60]
1 M NaCl, 36 h; D ht P.si ji x P. nigra;
Lignin biosynthesis ~ NAcly 100 mMNaCl 36 h;Droug sumomit = - MM 116,61]
stress O. sativa
Glutathione 150 mM NaCl, 36 h; 200 mM  P. simonii x P. nigra;
NAC2 16,62
biosynthesis NaCl A. thaliana [ |
2 M I, D ht st A. thaliana; N.
Proline biosynthesis Nacy  200mM NaCl Drought stress, thaliana; N [62,63]
21d tabacum
200 mM NaCl, 12 h; Populus. davidiana =
JA biosynthesis WRKY30 Magnaporthe grisea Populus bolleana; O. [18,64]
infiltration sativa
. P. davidiana x P.
Cell wall remodeling MYB4 200 mM NaCl, 12 h [64,65]
bolleana
200 mM NaCl, 12 h; 200 mM P. davidiana x P.
Proline biosynthesis MYB4 Nad(l, 48; 300 mM mannitol, bolleana; B. [64,66]
48 h platyphylla
Iron homeostasis MYB4 200 mM NaCl, 12 h; Fe- P. davidiana x P. [64,67]




Process DEG Stress conditions Species Reference

deficiency growth bolleana; A. thaliana
Premature senescence CRF6 200 mM NaCl, 48 h P. davidiana x P. [64,68]
bolleana
P. idi P.
ABA biosynthesis bZIP4 200 mM NaCl, 48 h davidiana x [64,69,70]
bolleana
References
1. Shi, Y.; Zhao, Y., Yao, Q. Liu, F; Li, X, Jin, X; Zhang, Y., Ahammed, G.J. Comparative

10.

11.

12.

13.

14.

Physiological and Transcriptomic Analyses Reveal Mechanisms of Exogenous Spermidine-Induced
Tolerance to Low-Iron Stress in Solanum Lycopersicum L. Antioxidants 2022, 11, 1260,
d0i:10.3390/antiox11071260.

Wen, X.; Wang, J.; Zhang, D.; Wang, Y. A Gene Regulatory Network Controlled by BpERF2 and
BpMYB102 in Birch under Drought Conditions. Int. J. Mol. Sci. 2019, 20, 3071,
doi:10.3390/ijms20123071.

Sun, H.-Y.; Zhang, W.-W.; Qu, H.-Y.; Gou, S.-S.; Li, L.-X,; Song, H.-H.; Yang, H.-Q.; Li, W.-].; Zhang,
H.; Hu, K.-D.; et al. Transcriptomics Reveals the ERF2-BHLH2-CML5 Module Responses to H2S and
ROS in Postharvest Calcium Deficiency Apples. Int. J. Mol. Sci. 2021, 22, 13013,
doi:10.3390/ijms222313013.

Jia, Y.; Niu, Y.; Zhao, H.; Wang, Z.; Gao, C.; Wang, C.; Chen, S.; Wang, Y. Hierarchical Transcription
Factor and Regulatory Network for Drought Response in B. Platyphylla. Hortic. Res. 2022, 9, uhac040,
do0i:10.1093/hr/uhac040.

Ré, D.A.; Capella, M.; Bonaventure, G.; Chan, R.L. A. AtHB7 and AtHB12 Evolved Divergently to
Fine Tune Processes Associated with Growth and Responses to Water Stress. BMC Plant Biol. 2014,
14, 150, doi:10.1186/1471-2229-14-150.

Wang, Y.; Feng, G.; Zhang, Z.; Liu, Y.; Ma, Y.; Wang, Y.; Ma, F.; Zhou, Y.; Gross, R.,; Xu, H; et al.
Overexpression of Pti4, Pti5, and Pti6 in Tomato Promote Plant Defense and Fruit Ripening. Plant
Sci. Int. ]. Exp. Plant Biol. 2021, 302, 110702, doi:10.1016/j.plantsci.2020.110702.

Piao, W.; Sakuraba, Y.; Paek, N.-C. Transgenic Expression of Rice MYB102 (OsMYB102) Delays Leaf
Senescence and Decreases Abiotic Stress Tolerance in A. Thaliana. BMB Rep. 2019, 52, 653-658,
doi:10.5483/BMBRep.2019.52.11.071.

Ranocha, P.; Dima, O.; Nagy, R.; Felten, J.; Corratgé-Faillie, C.; Novak, O.; Morreel, K.; Lacombe, B.;
Martinez, Y.; Pfrunder, S.; et al. A'WAT1 Is a Vacuolar Auxin Transport Facilitator Required for
Auxin Homoeostasis. Nat. Commun. 2013, 4, 2625, doi:10.1038/ncomms3625.

Tang, Y.; Zhang, Z.; Lei, Y.; Hu, G.; Liu, J.; Hao, M.; Chen, A.; Peng, Q.; Wu, J. Cotton WATSs
Modulate SA Biosynthesis and Local Lignin Deposition Participating in Plant Resistance Against
Verticillium Dahliae. Front. Plant Sci. 2019, 10, 526, doi:10.3389/fpls.2019.00526.

Majda, M.; Robert, S. The Role of Auxin in Cell Wall Expansion. Int. J. Mol. Sci. 2018, 19, E951,
doi:10.3390/ijms19040951.

Madritsch, S.; Wischnitzki, E.; Kotrade, P.; Ashoub, A.; Burg, A.; Fluch, S.; Briiggemann, W.; Sehr,
E.M. Elucidating Drought Stress Tolerance in European Oaks Through Cross-Species
Transcriptomics. G3 GenesGenomesGenetics 2019, 9, 3181-3199, doi:10.1534/g3.119.400456.
Solis-Guzman, M.G.; Argiiello-Astorga, G.; Lopez-Bucio, J.; Ruiz-Herrera, L.F.; Lépez-Meza, J.E,;
Sanchez-Calderdén, L.; Carredn-Abud, Y.; Martinez-Trujillo, M. A. Thaliana Sucrose Phosphate
Synthase (Sps) Genes Are Expressed Differentially in Organs and Tissues, and Their Transcription
Is Regulated by Osmotic Stress. Gene Expr. Patterns 2017, 25-26, 92-101,
doi:10.1016/j.gep.2017.06.001.

Meena, R.P.; Ghosh, G.; Vishwakarma, H.; Padaria, J.C. Expression of a Pennisetum Glaucum Gene
DREB2A Confers Enhanced Heat, Drought and Salinity Tolerance in Transgenic A.. Mol. Biol. Rep.
2022, 49, 7347-7358, d0i:10.1007/s11033-022-07527-6.

Wu, H,; Fu, B,; Sun, P.; Xiao, C,; Liu, J.-H. A NAC Transcription Factor Represses Putrescine
Biosynthesis and Affects Drought Tolerancel. Plant Physiol. 2016, 172, 1532-1547,
doi:10.1104/pp.16.01096.



15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

Zhu, Y.; Song, D.; Sun, J.; Wang, X.; Li, L. PtrHB7, a Class IIl HD-Zip Gene, Plays a Critical Role in
Regulation of Vascular Cambium Differentiation in P.. Mol. Plant 2013, 6, 1331-1343,
doi:10.1093/mp/sss164.

Yao, W,; Li, C,; Lin, S.; Wang, J.; Zhou, B.; Jiang, T. Transcriptome Analysis of Salt-Responsive and
Wood-Associated NACs in P. Simonii x P. Nigra. BMC Plant Biol. 2020, 20, 317, doi:10.1186/s12870-
020-02507-z.

Yang, T.-H.; Lenglet-Hilfiker, A, Stolz, S.; Glauser, G.; Farmer, E.E. Jasmonate Precursor
Biosynthetic Enzymes LOX3 and LOX4 Control Wound-Response Growth Restriction. Plant Physiol.
2020, 184, 1172-1180, d0i:10.1104/pp.20.00471.

Peng, X.; Hu, Y.; Tang, X.; Zhou, P.; Deng, X.; Wang, H.; Guo, Z. Constitutive Expression of Rice
WRKY30 Gene Increases the Endogenous Jasmonic Acid Accumulation, PR Gene Expression and
Resistance to Fungal Pathogens in Rice. Planta 2012, 236, 1485-1498, doi:10.1007/s00425-012-1698-7.
Wang, C.; Zhou, Y.; Yang, X,; Zhang, B.; Xu, F.; Wang, Y.; Song, C.; Yi, M.; Ma, N.; Zhou, X.; et al.
The Heat Stress Transcription Factor LIHsfA4 Enhanced Basic Thermotolerance through Regulating
ROS Metabolism in Lilies (Lilium Longiflorum). Int. ]J. Mol. Sci. 2022, 23, 572,
doi:10.3390/ijms23010572.

Mevy, J.-P.; Loriod, B.; Liu, X,; Corre, E.; Torres, M.; Biittner, M.; Haguenauer, A.; Reiter, .M.;
Fernandez, C.; Gauquelin, T. Response of Downy Oak (Q. Pubescens Willd.) to Climate Change:
Transcriptome Assembly, Differential Gene Analysis and Targeted Metabolomics. Plants 2020, 9,
1149, doi:10.3390/plants9091149.

Shen, J.-L.; Li, C.-L.; Wang, M.; He, L.-L.; Lin, M.-Y.; Chen, D.-H.; Zhang, W. Mitochondrial
Pyruvate Carrier 1 Mediates Abscisic Acid-Regulated Stomatal Closure and the Drought Response
by Affecting Cellular Pyruvate Content in A. Thaliana. BMC Plant Biol. 2017, 17, 217,
doi:10.1186/s12870-017-1175-3.

Nagahatenna, D.S.K.; Parent, B.; Edwards, E.J.; Langridge, P., Whitford, R. Barley Plants
Overexpressing Ferrochelatases (HvFC1 and HvFC2) Show Improved Photosynthetic Rates and
Have Reduced Photo-Oxidative Damage under Drought Stress than Non-Transgenic Controls.
Agronomy 2020, 10, 1351, doi:10.3390/agronomy10091351.

Zhao, W.T.; Feng, S.J.; Li, H.,; Faust, F.; Kleine, T.; Li, L.N.; Yang, Z.M. Salt Stress-Induced
Ferrochelatase 1 Improves Resistance to Salt Stress by Limiting Sodium Accumulation in A.
Thaliana. Sci. Rep. 2017, 7, 14737, d0i:10.1038/s41598-017-13593-9.

Lim, C.W.; Baek, W.; Lee, S.C. Tobacco Ubiquitin-Specific Protease 12 (NbUBP12) Positively
Modulates Drought Resistance. Plant Signal. Behav. 2021, 16, 1974725,
doi:10.1080/15592324.2021.1974725.

Guerrero-Sanchez, V.M.; Castillejo, M.A.; Lopez-Hidalgo, C.; Alconada, A.M.M.; Jorrin-Novo, J.V.;
Rey, M.-D. Changes in the Transcript and Protein Profiles of Q. Ilex Seedlings in Response to
Drought Stress. J. Proteomics 2021, 243, 104263, d0i:10.1016/j.jprot.2021.104263.

Yamaguchi, N.; Matsubara, S.; Yoshimizu, K.; Seki, M.; Hamada, K.; Kamitani, M.; Kurita, Y,;
Nomura, Y.; Nagashima, K.; Inagaki, S.; et al. H3K27me3 Demethylases Alter HSP22 and HSP17.6C
Expression in Response to Recurring Heat in A.. Nat. Commun. 2021, 12, 3480, doi:10.1038/s41467-
021-23766-w.

Sedaghatmehr, M.; Stiiwe, B.; Mueller-Roeber, B.; Balazadeh, S. Heat Shock Factor HSFA2 Fine-
Tunes Resetting of Thermomemory via Plastidic Metalloprotease FtsHé6. J. Exp. Bot. 2022, erac257,
doi:10.1093/jxb/erac257.

Hu, Y.; Zhu, N.; Wang, X; Yi, Q.; Zhu, D.; Lai, Y.; Zhao, Y. Analysis of Rice Snf2 Family Proteins
and Their Potential Roles in Epigenetic Regulation. Plant Physiol. Biochem. 2013, 70, 33-42,
doi:10.1016/j.plaphy.2013.05.001.

Guo, L.; Nezames, C.D.; Sheng, L.; Deng, X.; Wei, N. Cullin-RING Ubiquitin Ligase Family in Plant
Abiotic Stress Pathways. J. Integr. Plant Biol. 2013, 55, 21-30, doi:10.1111/jipb.12019.

Chai, M.-F.; Wei, P.-C.; Chen, Q.-].; An, R.; Chen, J.; Yang, S.; Wang, X.-C. NADK3, a Novel
Cytoplasmic Source of NADPH, Is Required under Conditions of Oxidative Stress and Modulates
Abscisic Acid Responses in A.. Plant ]. Cell Mol. Biol. 2006, 47, 665-674, doi:10.1111/j.1365-
313X.2006.02816.x.



31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

Zhang, J.; Xie, W.; Yu, X.; Zhang, Z.; Zhao, Y.; Wang, N.; Wang, Y. Selection of Suitable Reference
Genes for RT-QPCR Gene Expression Analysis in Siberian Wild Rye (Elymus Sibiricus) under
Different Experimental Conditions. Genes 2019, 10, 451, doi:10.3390/genes10060451.

Verhertbruggen, Y.; Marcus, S.E.; Chen, J.; Knox, J.P. Cell Wall Pectic Arabinans Influence the
Mechanical Properties of A. Thaliana Inflorescence Stems and Their Response to Mechanical Stress.
Plant Cell Physiol. 2013, 54, 1278-1288, doi:10.1093/pcp/pct074.

Wagner, T.A.; Kohorn, B.D. Wall-Associated Kinases Are Expressed throughout Plant Development
and Are Required for Cell Expansion. Plant Cell 2001, 13, 303-318.

Narayan, J.A.; Dharshini, S.; Manoj, V.M.; Padmanabhan, T.S.S.; Kadirvelu, K.; Suresha, G.S.;
Subramonian, N.; Ram, B.; Premachandran, M.N.; Appunu, C. Isolation and Characterization of
Water-Deficit Stress-Responsive a-Expansin 1 (EXPA1) Gene from Saccharum Complex. 3 Biotech
2019, 9, 186, d0i:10.1007/s13205-019-1719-3.

Zarattini, M.; Launay, A.; Farjad, M.; Wénes, E.; Taconnat, L.; Boutet, S.; Bernacchia, G.; Fagard, M.
The Bile Acid Deoxycholate Elicits Defences in A. and Reduces Bacterial Infection. Mol. Plant Pathol.
2016, 18, 540-554, d0i:10.1111/mpp.12416.

Zeng, X.; Sheng, J.; Zhu, F.; Wei, T.; Zhao, L.; Hu, X.; Zheng, X.; Zhou, F.; Hu, Z.; Diao, Y.; et al.
Genetic, Transcriptional, and Regulatory Landscape of Monolignol Biosynthesis Pathway in
Miscanthus x Giganteus. Biotechnol. Biofuels 2020, 13, 179, d0i:10.1186/s13068-020-01819-4.

Hou, J,; Bai, L.; Xie, Y.; Liu, X.; Cui, B. Biomarker Discovery and Gene Expression Responses in
Lycopersicon Esculentum Root Exposed to Lead. J. Hazard. Mater. 2015, 299, 495-503,
doi:10.1016/j.jhazmat.2015.07.054.

Han, B.; Wu, D.; Zhang, Y.; Li, D.-Z;; Xu, W.; Liu, A. Epigenetic Regulation of Seed-Specific Gene
Expression by DNA Methylation Valleys in Castor Bean. BMC Biol. 2022, 20, 57, d0i:10.1186/s12915-
022-01259-6.

Lu, Z;; Huang, Q.; Zhang, T.; Hu, B.; Chang, Y. Global Transcriptome Analysis and Characterization
of Dryopteris Fragrans (L.) Schott Sporangium in Different Developmental Stages. BMC Genomics 2018,
19, 471, doi:10.1186/s12864-018-4843-2.

Li, Z,; Li, L.; Zhou, K,; Zhang, Y.; Han, X.; Din, Y.; Ge, X,; Qin, W.; Wang, P.; Li, F.; et al. GhWRKY6
Acts as a Negative Regulator in Both Transgenic A. and Cotton During Drought and Salt Stress.
Front. Genet. 2019, 10, 392, d0i:10.3389/fgene.2019.00392.

Tan, Z.; Wen, X.; Wang, Y. B. Platyphylla BpHOX2 Transcription Factor Binds to Different Cis-
Acting Elements and Confers Osmotic Tolerance. ]. Integr. Plant Biol. 2020, 62, 1762-1779,
doi:10.1111/jipb.12994.

Boublin, F.; Cabassa-Hourton, C.; Leymarie, J.; Leitao, L. Potential Involvement of Proline and
Flavonols in Plant Responses to Ozone. Environ. Res. 2022, 207, 112214,
doi:10.1016/j.envres.2021.112214.

Canher, B,; Lanssens, F.; Zhang, A.; Bisht, A.; Mazumdar, S.; Heyman, J.; Wolf, S.; Melnyk, C.W.; De
Veylder, L. The Regeneration Factors ERF114 and ERF115 Regulate Auxin-Mediated Lateral Root
Development in Response to Mechanical Cues. Mol. Plant 2022, S51674-2052(22)00271-4,
doi:10.1016/j.molp.2022.08.008.

Hezema, Y.S.; Shukla, M.R.; Ayyanath, M.M.; Sherif, S.M.; Saxena, P.K. Physiological and Molecular
Responses of Six Apple Rootstocks to Osmotic Stress. Int. ]. Mol. Sci. 2021, 22, 8263,
doi:10.3390/ijms22158263.

Herrera-Vasquez, A.; Fonseca, A.; Ugalde, ].M.; Lamig, L.; Seguel, A.; Moyano, T.C.; Gutiérrez,
R.A.; Salinas, P.; Vidal, E.A.; Holuigue, L. TGA Class II Transcription Factors Are Essential to
Restrict Oxidative Stress in Response to UV-B Stress in A.. |. Exp. Bot. 2020, 72, 1891-1905,
doi:10.1093/jxb/eraa534.

Li, W,; Liu, Z; Feng, H.; Yang, J.; Li, C. Characterization of the Gene Expression Profile Response to
Drought Stress in P. Ussuriensis Using PacBio SMRT and Illumina Sequencing. Int. |. Mol. Sci. 2022,
23, 3840, d0i:10.3390/ijms23073840.

Xing, B.; Gu, C; Zhang, T.; Zhang, Q.; Yu, Q.; Jiang, J.; Liu, G. Functional Study of BpPP2C1
Revealed Its Role in Salt Stress in B. Platyphylla. Front. Plant Sci. 2021, 11, 617635,
doi:10.3389/fpls.2020.617635.



48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

Wang, D.; Wang, J.; Wang, Y.; Yao, D.; Niu, Y. Metabolomic and Transcriptomic Profiling Uncover
the Underlying Mechanism of Color Differentiation in Scutellaria Baicalensis Georgi. Flowers. Front.
Plant Sci. 2022, 13, 884957, d0i:10.3389/fpls.2022.884957.

Zhang, N.; Yuan, S.; Zhao, C.; Park, R.F.; Wen, X.; Yang, W.; Zhang, N.; Liu, D. TaNAC35 Acts as a
Negative Regulator for Leaf Rust Resistance in a Compatible Interaction between Common Wheat
and Puccinia Triticina. Mol. Genet. Genomics 2021, 296, 279-287, d0i:10.1007/s00438-020-01746-x.

Liu, X.-M.; An, J.; Han, HJ; Kim, S.H.; Lim, C.O.; Yun, D.-J.; Chung, W.S. ZAT11, a Zinc Finger
Transcription Factor, Is a Negative Regulator of Nickel Ion Tolerance in A.. Plant Cell Rep. 2014, 33,
2015-2021, doi:10.1007/s00299-014-1675-7.

Shen, N.; Hou, S.; Tu, G.; Lan, W.; Jing, Y. Transcription Factor WRKY33 Mediates the Phosphate
Deficiency-Induced Remodeling of Root Architecture by Modulating Iron Homeostasis in A. Roots.
Int. J. Mol. Sci. 2021, 22, 9275, d0i:10.3390/ijms22179275.

Xu, H.; Luo, D.; Zhang, F. DcWRKY75 Promotes Ethylene Induced Petal Senescence in Carnation
(Dianthus Caryophyllus L.). Plant ]. Cell Mol. Biol. 2021, 108, 1473-1492, d0i:10.1111/tpj.15523.

Yao, W.; Zhang, X.; Zhou, B.; Zhao, K.; Li, R.; Jiang, T. Expression Pattern of ERF Gene Family
under Multiple Abiotic Stresses in P. Simonii x P. Nigra. Front. Plant Sci. 2017, 8, 181,
doi:10.3389/fpls.2017.00181.

Yao, W.; Zhou, B.; Zhang, X.; Zhao, K.; Cheng, Z.; Jiang, T. Transcriptome Analysis of Transcription
Factor Genes under Multiple Abiotic Stresses in P. Simonii x P.Nigra. Gene 2019, 707, 189-197,
doi:10.1016/j.gene.2019.04.071.

Hu, C,; Wei, C;; Ma, Q.; Dong, H.; Shi, K; Zhou, Y.; Foyer, C.H.; Yu, J. Ethylene Response Factors 15
and 16 Trigger Jasmonate Biosynthesis in Tomato during Herbivore Resistance. Plant Physiol. 2021,
185, 1182-1197, doi:10.1093/plphys/kiaa089.

Zou, W.; Lin, P,; Zhao, Z; Wang, D.; Qin, L; Xu, F; Su, Y, Wu, Q.; Que, Y. Genome-Wide
Identification of Auxin-Responsive GH3 Gene Family in Saccharum and the Expression of ScGH3-1
in Stress Response. Int. ]. Mol. Sci. 2022, 23, 12750, d0i:10.3390/ijms232112750.

Yao, W.; Wang, L.; Zhou, B.; Wang, S.; Li, R.; Jiang, T. Over-Expression of Poplar Transcription
Factor ERF76 Gene Confers Salt Tolerance in Transgenic Tobacco. J. Plant Physiol. 2016, 198, 23-31,
doi:10.1016/j.jplph.2016.03.015.

Fan, Z.; Wu, Y.; Zhao, L.; Fu, L.; Deng, L.; Deng, J.; Ding, D.; Xiao, S.; Deng, X.; Peng, S.; et al.
MYB308-Mediated Transcriptional Activation of Plasma Membrane H+-ATPase 6 Promotes Iron
Uptake in Citrus. Hortic. Res. 2022, 9, uhac088, doi:10.1093/hr/uhac088.

Garrido-Vargas, F.; Godoy, T.; Tejos, R.; O’Brien, ]J.A. Overexpression of the Auxin Receptor AFB3
in A. Results in Salt Stress Resistance and the Modulation of NAC4 and SZF1. Int. |. Mol. Sci. 2020,
21, E9528, d0i:10.3390/ijms21249528.

Yan, H,; Jiang, G.; Wu, F; Li, Z; Xiao, L.; Jiang, Y., Duan, X. Sulfoxidation Regulation of
Transcription Factor NAC42 Influences Its Functions in Relation to Stress-Induced Fruit Ripening in
Banana. |. Exp. Bot. 2021, 72, 682-699, d0i:10.1093/jxb/eraa474.

Jung, S.E.; Kim, T.H.; Shim, J.S.; Bang, SSW.; Bin Yoon, H.; Oh, S.H.; Kim, Y.S.; Oh, S.-].; Seo, J.S.;
Kim, J.-K. Rice NAC17 Transcription Factor Enhances Drought Tolerance by Modulating Lignin
Accumulation. Plant Sci. Int. J. Exp. Plant Biol. 2022, 323, 111404, doi:10.1016/j.plantsci.2022.111404.
Borgohain, P.; Saha, B.; Agrahari, R.; Chowardhara, B.; Sahoo, S.; van der Vyver, C.; Panda, S.K.
SINAC2 Overexpression in A. Results in Enhanced Abiotic Stress Tolerance with Alteration in
Glutathione Metabolism. Protoplasma 2019, 256, 1065-1077, d0i:10.1007/s00709-019-01368-0.

van Beek, C.R.; Guzha, T.; Kopana, N.; van der Westhuizen, C.S.; Panda, S.K; van der Vyver, C. The
SINAC2 Transcription Factor from Tomato Confers Tolerance to Drought Stress in Transgenic
Tobacco Plants. Physiol. Mol. Biol. Plants 2021, 27, 907-921, d0i:10.1007/s12298-021-00996-2.

Lei, X,; Liu, Z.; Xie, Q.; Fang, J.; Wang, C.; Li, J.; Wang, C.; Gao, C. Construction of Two Regulatory
Networks Related to Salt Stress and Lignocellulosic Synthesis under Salt Stress Based on a P.
Davidiana x P.  Bolleana Transcriptome Analysis. Plant Mol. Biol. 2022, 109, 689-702,
doi:10.1007/s11103-022-01267-8.

Legay, S.; Sivadon, P.; Blervacq, A.-S.; Pavy, N.; Baghdady, A.; Tremblay, L.; Levasseur, C,;
Ladouce, N.; Lapierre, C.; Séguin, A.; et al. EgMYB1, an R2R3 MYB Transcription Factor from



66.

67.

68.

69.

70.

Eucalyptus Negatively Regulates Secondary Cell Wall Formation in A. and Poplar. New Phytol.
2010, 188, 774-786, d0i:10.1111/j.1469-8137.2010.03432.x.

Yu, Y.; Liu, H; Zhang, N.; Gao, C.; Qi, L.; Wang, C. The BpMYB4 Transcription Factor From B.
Platyphylla Contributes Toward Abiotic Stress Resistance and Secondary Cell Wall Biosynthesis.
Front. Plant Sci. 2020, 11, 606062, d0i:10.3389/fpls.2020.606062.

Zhang, Z.-X.; Zhang, R; Wang, S.-C.; Zhang, D.; Zhao, T.; Liu, B, Wang, Y.-X;; Wu, Y.-X.
Identification of Malus Halliana R2R3-MYB Gene Family under Iron Deficiency Stress and
Functional Characteristics of MhR2R3-MYB4 in A. Thaliana. Plant Biol. Stuttg. Ger. 2022, 24, 344-355,
doi:10.1111/plb.13373.

Zwack, P.J.; Robinson, B.R.; Risley, M.G.; Rashotte, A.M. Cytokinin Response Factor 6 Negatively
Regulates Leaf Senescence and Is Induced in Response to Cytokinin and Numerous Abiotic
Stresses. Plant Cell Physiol. 2013, 54, 971-981, d0i:10.1093/pcp/pct049.

Ma, H.; Liu, C; Li, Z,; Ran, Q.; Xie, G.; Wang, B.; Fang, S.; Chu, J.; Zhang, J]. ZmbZIP4 Contributes to
Stress Resistance in Maize by Regulating ABA Synthesis and Root Development. Plant Physiol. 2018,
178, 753-770, doi:10.1104/pp.18.00436.

Noh, M.; Huque, A KM.M,; Jung, KW.; Kim, Y.Y.; Shin, ]J.5. A Stress-Responsive CaM-Binding
Transcription Factor, BZIP4, Confers Abiotic Stress Resistance in A.. J. Plant Biol. 2021, 64, 359-370,
doi:10.1007/s12374-021-09315-4.



