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ACAAGTAGTAGAAAACGGAATAGTGCTAGAAAATGGTARACATGAATATGTGGATTCATTGTAA
Q v Vv E N G I A L E N G K H E ¥ v D S L *

Figure S1. Nucleotide and protein sequences for M. alternatus TDO. Nucleic acids translation initiation
start from the methionine in the open reading frame. The highly conserved region, Trp_dioxygenase, is

highlighted. The asterisk indicates translation stop codons.



