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Abstract:



The nucleocapsid (N) protein is a major structural component of porcine epidemic diarrhea virus (PEDV), which is predicted to be a multifunctional protein in viral replication. Heterogeneous nuclear ribonucleoprotein A1 (hnRNP A1) is a cellular protein participating in the splicing of pre-mRNA in the nucleus and translation regulation in the cytoplasm. According to our previous proteomic study about PEDV infection in vivo, hnRNP A1 was thought to be a cellular factor influencing PEDV replication. In this report, PEDV N protein was discovered to colocalize with cellular hnRNP A1 in perinuclear region of PEDV infected cells. Co-immunoprecipitation (CO-IP) results clearly demonstrated that PEDV N protein could bind to human hnRNP A1. Replication of PEDV was inhibited by silencing the expression of hnRNP A1 in CCL-81 cells, suggesting the positive effect of hnRNP A1 on PEDV infection.
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1. Introduction


Porcine epidemic diarrhea virus is the most important viral agent which can cause diarrhea in pigs. Serious threat has been posed on the world pig industry as a result of the high morbidity and mortality caused by PEDV in piglets [1,2,3,4,5,6,7]. PEDV, a single-stranded positive sense RNA virus, is a member of coronavirus. Four structural proteins, including spike protein (S), membrane protein (M), envelope protein (E) and nucleocapsid protein (N), and the genome constitute the virion.



PEDV N protein has multiple functions. Firstly, as a structural protein, N Protein along with the genomic RNA forms the nucleocapsid of PEDV. Furthermore, N protein plays an important role in PEDV RNA synthesis and enhancing the PEDV transcription and virion assembly [8,9,10]. However, the effects of N protein on PEDV infection usually depend on its interaction with some host factors. For example, PEDV N protein binds with phosphoprotein nucleophosmin (NPM1) and then protects it from proteolytic degradation by caspase-3, enhancing cell survival and PEDV growth [11]. In addition, it has been proved that interaction between PEDV N protein and TBK1 could inhibit IRF3 activation and type I IFN production, further to causing the circumvention of the host’s antiviral immunity [12].



More than 20 heterogeneous nuclear ribonucleoproteins (hnRNPs) have been discovered and among them hnRNP A1 is the best-characterized one [13,14]. HnRNP A1 is a RNA-binding protein which functions as binding to pre-mRNA to form hnRNP particles in eukaryotic cells [15]. This protein contains two RNA-binding domains (RBDs) and a glycine-rich domain responsible for protein-protein interaction [16,17]. It has been reported that hnRNP A1 selectively interacts with different RNA-binding proteins through its glycine-rich domain [18]. Previous studies have demonstrated hnRNP A1 could interact with N proteins of SARS Coronavirus and mouse hepatitis virus (MHV) [14,19]. Since PEDV is also a member of coronavirus and PEDV N protein is a RNA binding protein, it is hypothesized that PEDV N protein might also be able to interact with hnRNP A1 during PEDV infection.



Our previous work has proved that hnRNP A1 underwent different regulations in jejunum tissues of piglets infected with PEDV virulent strain and its attenuated strain [20]. Therefore, we assume that hnRNP A1 may play a role in the life cycle of PEDV. In this study, it is found that hnRNP A1 could interact with PEDV N protein and PEDV replication could be inhibited by silencing the hnRNP A1.




2. Materials and Methods


2.1. Virus, Cells, Antibodies, and Plasmid


The PEDV YN144 (GenBank accession no. KT021232), YN13 (GenBank accession no. KT021228), and CV777 (GenBank accession no. AF353511.1) strain were used throughout this study. YN13 and YN144 strains were obtained by passaging the YN strain, a variant strain isolated from the intestine of a piglet with diarrhea, for 13 and 144 generations, respectively. Our previous study has demonstrated that YN13 was a virulent strain and YN144 was an attenuation strain [20]. CV777 strain, a classical PEDV strain, was provided by Chengdu Tecbond Biological Product Co., Ltd. (Chengdu, China).



The CCL-81 cell line and HEK293T cell line were purchased from American Type Culture Collection (ATCC) and cultured in Dulbecco’s modified Eagle’s medium (DMEM), supplemented with 10% fetal bovine serum (Invitrogen, Carlsbad, CA, USA) at 37 °C with 5% CO2. The CCL-81 cell line was used for virus growth, infection, and cell lysate preparation. HEK293T cell line was used for CO-IP analysis.



The rabbit anti-hnRNP A1, anti-flag polyclonal antibody (PAb) and mouse anti-β-actin, anti-flag mono-antibody (MAb) were purchased from ABclonal (Wuhan, China). Mouse MAb against PEDV N protein was purchased from Youlong Biotech (Shanghai, China). Mouse MAb against PEDV spike protein was established by our laboratory. Application of this MAb has been described in some previous studies [21,22]. Alexa Fluor 488-conjugated anti-rabbit, anti-mouse and Alexa Fluor 594-conjugated anti-mouse antibodies were purchased from AntGene Biological (Wuhan, China).



The cDNA expression construct encoding YN144 N protein was PCR amplified and cloned into pCAGGS-FlagC, which encode a C-terminal flag.




2.2. Animal Experiment and Proteome Study


Details of this part have been described in our previous study [20]. Briefly, twelve piglets were randomly divided into three groups of four. The piglets in different groups were orally administrated with 4.22 mL YN13 and 4.22 mL YN144 with the same titer of 105.375 Median tissue culture infective dose (TCID50) mL−1 and 4.22 mL DMEM, respectively. All piglets were euthanized and necropsied when diarrhea was observed in the piglets in YN13-infected group. Jejunum tissues were separated rapidly, washed with ice-cold PBS buffer, snap-frozen in liquid nitrogen, and kept at −80 °C for subsequent proteome study. For the proteome study, iTRAQ labeling coupled with LC-MS/MS was chose to analyze whole cell changes of jejunum of piglets, infected with PEDV YN13 strain and YN144 strain.




2.3. Immunoprecipitation and Immunoblotting


HEK293T cells were transfected with the vector described above. Cells were harvested at 24 h post transfection (hpt), washed three times with cold PBS (pH 7.4), lysed with IP lysis buffer (Beyotime, Shanghai, China) containing 1 mM phenylmethylsulfonyl fluoride (PMSF) at 4 °C. Clarified extracts were precleared with protein A/G agarose (Beyotime, Shanghai, China) for 2 h then centrifuged at 3000 rpm for 5 min at 4 °C. Supernatants were incubated with mono-antibody against Flag for 12 h, then protein A/G beads were added and incubated at 4 °C for 6 h. The beads were then washed with IP lysis buffer five times and boiled in sample buffer, and the proteins were subjected to SDS-PAGE, followed by immunoblotting analysis with anti-Flag PAb or anti-hnRNP A1 PAb.




2.4. Immunofluorescence and Confocal Microscopy


CCL-81 cells grown on coverslips were infected with PEDV YN144 strain, YN13 strain and CV777 strain, respectively, at a multiplicity of infection (MOI) 0.001. At 12 h post infection (hpi), the cells were fixed with 4% paraformaldehyde for 10 min followed by being treated with methanol. Fixed cells were blocked with 5% bovine serum albumin and incubated with anti-hnRNP A1 PAb and MAb against PEDV N protein. Alexa Fluor 488-conjugated anti-rabbit and Alexa Fluor 594-conjugated anti-mouse antibodies were served as the secondary antibody. Cell nucleus were stained with 4′,6-diamidino-2-phenylindole (DAPI). The localization of PEDV N protein, hnRNP A1 and cell nucleus were then observed on a ZEISS confocal microscope (ZEISS, Oberkochen, Germany).




2.5. RNA Interference


CCL-81 cells were transfected with siRNAs targeting to hnRNP A1 with Lipofectamine 2000 reagent (Invitrogen, Carlsbad, CA, USA) according to the manufacturer’s instructions. The siRNAs targeting hnRNP A1 were synthesized by Gene Pharma (Shanghai, China). Effect of RNA interference was tested by Western blot at 60 hpt.




2.6. Indirect Immunofluorescence Assay


CCL-81 cells seeded in a 24-well plate were transfected without SiRNA or with 20 nM nonspecial control SiRNA or SiRNA1 targeting to hnRNP A1. At 60 hpt, cells were infected with or without PEDV. At 12 hpi (YN144) or 24 hpi (YN13 and CV777), the cells were fixed with 4% paraformaldehyde followed by treating with methanol. Then the fixed cell was blocked with 5% bovine serum albumin and then incubated with MAb against PEDV S protein. Alexa Fluor 488-conjugated anti-mouse antibody was applied to detect the primary antibodies. DAPI was selected to stain the cell nucleus.




2.7. Real-Time PCR


RNA was extracted by using Tripure Isolation Reagent (Roche, IN, USA) following the manufacturer’s instructions. The cDNA was obtained by RT-PCR using the Primescript™ RT Master mix (Takara, Tokyo, Japan). The real-time RT-PCR assay for quantifying PEDV genome used the following primer and probe sequences: PEDV forward primer: 5′-CGTACAGGTAAGTCAATTAC-3′, PEDV reverse primer: 5′-GATGAAGCATTGACTGAA-3′, PEDV Taq-Man®probe: FAM-TTCGTCACAGTCGCCAAGG-TAMRA.




2.8. Western Blot


Cells were lysed with lysis buffer (Beyotime, Shanghai, China) containing 1 mM PMSF. These proteins were subjected to SDS-PAGE and then the separated protein bands were transferred onto PVDF membrane using a trans-blot (Bio-Rad, Berkeley, CA, USA). The membrane was incubated in blocking buffer (Tris-buffered saline (TBS), containing 0.05% Tween-20 (TBST) and 5% skim milk) for 2 h at room temperature followed by washing three times by PBST. Then the membrane was incubated with the corresponding primary antibodies for 2 h at room temperature. After being washed three times by PBST, the membrane was incubated with (HRP)-conjugated goat-anti mouse/rabbit IgG at room temperature for 1.5 h. Finally, the protein bands were visualized using the Clarity™ Western ECL Blotting Substrate (Bio-Rad, Hercules, CA, USA).





3. Result


3.1. Different Regulations of hnRNP A1 in Jejunum Tissues Infected with PEDV YN13 Strain and YN144 Strain


According to the result of LC-MS/MS, hnRNP A1 was down-regulated in an attenuated PEDV strain (YN144) infected jejunum tissues, while showed no apparent change in a virulent PEDV strain (YN13) infected jejunum tissues [20]. Western blot assay was applied to confirm the changes of hnRNP A1. As shown in Figure 1, regulations of hnRNP A1 were consistent with the result of LC-MS/MS. HnRNP A1 has been proved to be involved in the replication process of other coronaviruses [14,23]. Therefore, we assumed that hnRNP A1 may play a role in PEDV replication and influence the pathogenicity of PEDV in vivo.


Figure 1. Confirmation of expression of hnRNP A1 by western blot. Analysis of hnRNP A1 expression level in the jejunum tissues of the control, YN13-infected and YN144-infected groups. The WB-ratio (western blotting ratio, PEDV infected/mock) was calculated based on the relative intensity of each band in PEDV-infected group to the corresponding band in control. β-actin was used as a loading control. The MS-ratio (infection/control) obtained by MS analysis are shown on the right.
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3.2. PEDV N Protein Colocalizes with Cellular hnRNP A1 Protein during PEDV Infection


Previous studies have demonstrated that N protein of some coronaviruses, such as MHV and SARS-CoV, could interact with hnRNP A1. In this study, we determined to investigate whether N protein can be colocalized with hnRNP A1 during PEDV infection. CCL-81 cells were infected with the YN144, YN13, and CV777 strain of PEDV, respectively, and the localization of NP and hnRNP A1 was observed by confocal microscopy at 12 hpi. As shown in Figure 2, hnRNP A1 was mainly localized in the nucleus without PEDV infection. However, some hnRNP A1 was transported from the nucleus to the cytoplasm and colocalized with PEDV N protein during PEDV infection. Furthermore, PEDV N protein was localized in cytoplasm and no differences were found in the localization of N protein of these PEDV strains. The immunofluorescence assay demonstrated that PEDV N protein and hnRNP A1 colocalized in cytoplasm.


Figure 2. Co-localization of N protein with hnRNP A1. CCL-81 cells were infected with different PEDV strains. At 12 hpi, the localization of PEDV N protein and hnRNP A1 in cells was examined by immunofluorescence staining with anti-PEDV N protein and anti-hnRNP A1 antibodies. The nucleus is indicated by DAPI (blue) staining. PEDV N protein is indicated in green and the hnRNP A1 in red.
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3.3. PEDV N Protein Interacts with Cellular hnRNP A1 Protein


The colocalization of PEDV N protein and hnRNP A1 demonstrated that a certain interaction may exist between these two proteins. Thus, co-immunoprecipitation (CO-IP) was performed to testify this phenomenon. 293T cells transfected with plasmids expressing the flag-tagged PEDV N protein were subjected to immunoprecipitation using anti-flag antibody. Interaction of PEDV N protein with host protein hnRNP A1 was analyzed by immunoblotting with anti-flag antibody and anti-hnRNP A1 antibody. As shown in Figure 3, cellular hnRNP A1 protein was only detected in the presence of flag tagged PEDV N by CO-IP. These results indicate that N protein interacted with hnRNP A1.


Figure 3. Interaction of hnRNP A1 and PEDV N protein. HEK293T cells were transfected with a vector expressing PEDV N protein with a flag tag (flag-PEDV-N) or empty vectors (flag-pCAGGS) and the whole-cell lysates obtained at 24 hpt were immunoprecipitated with anti-Flag mAb. After separation by SDS-PAGE, proteins were detected by immunoblotting with the indicated antibodies (IP: Flag). Cell lysates were also applied to confirm the expression of proteins (Input).
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3.4. Knockdown of hnRNP A1 Expression Inhibits YN144 Replication


In order to investigate whether hnRNP A1 participates in the replication of PEDV, three siRNAs targeting to hnRNP A1 were synthesized to silence the expression of this protein. Sequences of the siRNAs were shown in Table 1. CCL-81 cells were transfected with siRNAs against hnRNP A1 expression, cells were collected at 60 hpt to analyze the silencing efficiency of hnRNP A1 at the protein level. As shown in Figure 4, siRNA-1 showed the best performance for silencing hnRNP A1 and was chosen for the following research.


Figure 4. Silencing hnRNP A1 by siRNAs. CCL81 cells were transfected with no siRNA (Mock), negative control siRNA (NC), SiRNA-1, SiRNA-2 or SiRNA-3 at a concentration of 20 nM. Cells were collected at 60 hpt to analyze the expression of hnRNP A1 by western blot. HnRNP A1 protein levels were quantified by measuring band intensities and normalized with respect to the amount of β-actin.
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Table 1. Sequences of siRNAs against hnRNP A1 expression.


	Name
	Sequences (5′-3′)





	SiRNA-1
	GGAAGAGUUGUGGAACCAATT



	SiRNA-2
	GGAUUUGGUAAUGAUGGAATT



	SiRNA-3
	GCGGUGGAGGUCAAUACUUTT



	Negative control siRNA (NC)
	UUCUCCGAACGUGUCACGUTT









CCL-81 cells were transfected with siRNA-1 for 60 h followed by infection with PEDV YN144 strain. These cells were subjected to western blot, indirect immunofluorescence assay (IFA) or real-time PCR at 12 hpi Figure 5. According to the results, a conclusion was reached that knockdown of hnRNP A1 reduced the replication of YN144.


Figure 5. Knockdown of hnRNP A1 expression inhibits YN144 replication. CCL-81 cells were transfected without siRNA (a) or with NC (b) or siRNA-1 (c). At 60 hpt, cells were infected with YN144 Strain at a moi of 0.001 or mock infected (d). Virus suspensions were harvested at 12 hpi to calculate the virus titer by real-time RT-PCR. The virus copies per mL suspension was calculated (A). Cells were harvested at 12 hpi to analyze the expression of PEDV N protein by Western blot (B) and the numbers of cells infected with PEDV by IFA (Original magnification 100×) (C). PEDV N protein levels were quantified by measuring band intensities and normalized with respect to the amount of β-actin. Data are shown as means ± the standard errors of the mean (SEM) of at least three independent experiments, with the error bars representing the standard deviations.
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3.5. Knockdown of hnRNP A1 Expression Inhibits YN13 and CV777 Replication


The PEDV virulent strain YN13 and PEDV classical strain CV777 were further applied to test the positive effects of hnRNP A1 on PEDV replication. As shown in Figure 6 and Figure 7, similar results were obtained. These results demonstrated that hnRNP A1 is a positive regulator of PEDV replication.


Figure 6. Knockdown of hnRNP A1 expression inhibits YN13 replication. CCL-81 cells were transfected without siRNA (a) or with NC (b) or siRNA-1 (c). At 60 hpt, cells were infected with YN13 Strain at a moi of 0.001 or mock infected (d). Virus suspensions were harvested at 24 hpi to calculate the virus titer by real-time RT-PCR. The virus copies per mL suspension was calculated (A). Cells were harvested at 24 hpi to analyze the expression of PEDV N protein by Western blot (B) and the numbers of cells infected with PEDV by IFA (Original magnification 100×) (C). PEDV N protein levels were quantified by measuring band intensities and normalized with respect to the amount of β-actin. Data are shown as means ± SEM of at least three independent experiments, with the error bars representing the standard deviations.
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Figure 7. Knockdown of hnRNP A1 expression inhibits CV777 replication. CCL-81 cells were transfected without siRNA (a) or with NC (b) or siRNA-1 (c). At 60 hpt, cells were infected with CV777 Strain at a moi of 0.001 or mock infected (d). Virus suspensions were harvested at 24 hpi to calculate the virus titer by real-time RT-PCR. The virus copies per mL suspension was calculated (A). Cells were harvested at 24 hpi to analyze the expression of PEDV N protein by western blot (B) and the numbers of cells infected with PEDV by IFA (Original magnification 100×) (C). PEDV N protein levels were quantified by measuring band intensities and normalized with respect to the amount of β-actin. Data are shown as means ± the SEM of at least three independent experiments, with the error bars representing the standard deviations.
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4. Discussion


In this study, interaction between hnRNP A1 and PEDV N protein was verified by CO-IP and immunofluorescence assay. Our results established that N protein interacts with hnRNP A1 in PEDV infected cells and 293T cells expressing PEDV N protein.



hnRNP A1 not only mainly localizes in the cell nucleus, but also shuttles between the nucleus and the cytoplasm [24,25]. However, this protein underwent a relocalization to cytoplasm during PEDV infection, suggesting a possible functional link between hnRNP A1 and PEDV infection. This phenomenon is very similar to a previous study about MHV [23]. Furthermore, we found that the PEDV N protein and hnRNP A1 co-localized predominantly in the perinuclear region of PEDV infected cells, in which active coronavirus replication/transcription complexes reside. This indicates both PEDV N protein and hnRNPA1 might participate in constituting the PEDV replication/transcription complex and their interaction may be involved in regulation of PEDV replication.



It is well known that hnRNP A1 is one part of replication/transcription complex of both SARS-CoV and MHV [8,14,23,26,27]. Overexpression of hnRNPA1 facilitates MHV replication while inhibition of hnRNP A1 expression results in the reduction of MHV replication [26]. Since PEDV is also a member of coronavirus, hnRNP A1 may be involved in the process of PEDV infection. In order to test this hypothesis, we silenced the hnRNP A1 and then studied its effect on PEDV infection. Similar to the result of MHV following silencing hnRNP A1, replication of three PEDV strains were all inhibited, suggesting a positive effect of hnRNP A1 on PEDV infection. Replication of coronavirus depend on the generation of nested subgenomic mRNAs (sgmRNAs) with a common capped 5′ leader sequence [28]. Optical transcription of sgmRNAs requires the interaction between its 5′ leader sequence and the intergenic (IG) sequences of each ORF. It has been reported that hnRNP A1 can bind to both the 5′ terminal leader sequences and IG sequences [29]. So, inhibition of PEDV by silencing hnRNP A1 is likely due to the break of the interaction between 5′ terminal leader sequences and IG sequences. However, till now we have not got evidence to support it. In addition, silencing of hnRNP A1 might also be able to reduce its interaction with PEDV N protein. The function of their interaction on PEDV infection is under the investigation of our laboratory.



Our previous study has demonstrated that hnRNP A1 was downregulated in the jejunum of PEDV strain YN144 infected group, but no apparent change in group infected with YN13 [20]. Since YN13 caused diarrhea in piglets while YN144 could not, therefore, downregulation of hnRNP A1 was one of the reasons responsible for the lower pathogenicity of YN144 than YN13 in vivo.







Acknowledgments


This work was supported by the National Key Research and Development Program of China (No. 2016YFD0500702) and China Agriculture Research System (No. CARS-35) and Wuhan Science and Technology Bearu (No. 2016030409020215).




Author Contributions


Zhonghua Li had full access to all of the data in the study and takes responsibility for the integrity of the data and the accuracy of the data analysis. Study conception and design: Zhonghua Li, WeiZeng, Shiyi Ye, Jian Lv, Axiu Nie, Bingzhou Zhang, Yumei Sun, Heyou Han, and Qigai He. Acquisition of data: Zhonghua Li, WeiZeng, and Shiyi Ye. Analysis and interpretation of data: Zhonghua Li, WeiZeng, and Shiyi Ye.




Conflicts of Interest


The authors have declared no conflict of interest.




References


	1. 
Choudhury, B.; Dastjerdi, A.; Doyle, N.; Frossard, J.P.; Steinbach, F. From the field to the lab—An European view on the global spread of PEDV. Virus Res. 2016, 226, 40–49. [Google Scholar] [CrossRef] [PubMed]

	2. 
Jung, K.; Saif, L.J. Porcine epidemic diarrhea virus infection: Etiology, epidemiology, pathogenesis and immunoprophylaxis. Vet. J. 2015, 204, 134–143. [Google Scholar] [CrossRef] [PubMed]

	3. 
Li, W.; Li, H.; Liu, Y.; Pan, Y.; Deng, F.; Song, Y.; Tang, X.; He, Q. New variants of porcine epidemic diarrhea virus, China, 2011. Emerg. Infect. Dis. 2012, 18, 1350–1353. [Google Scholar] [CrossRef] [PubMed]

	4. 
Song, D.; Park, B. Porcine epidemic diarrhoea virus: A comprehensive review of molecular epidemiology, diagnosis, and vaccines. Virus Genes 2012, 44, 167–175. [Google Scholar] [CrossRef] [PubMed]

	5. 
Lee, S.; Lee, C. Outbreak-Related Porcine Epidemic Diarrhea Virus Strains Similar to US Strains, South Korea, 2013. Emerg. Infect. Dis. 2014, 20, 1223–1226. [Google Scholar] [CrossRef] [PubMed]

	6. 
Vlasova, A.N.; Marthaler, D.; Wang, Q.; Culhane, M.R.; Rossow, K.D.; Rovira, A.; Collins, J.; Saif, L.J. Distinct Characteristics and Complex Evolution of PEDV Strains, North America, May 2013–February 2014. Emerg. Infect. Dis. 2014, 20, 1620–1628. [Google Scholar] [CrossRef] [PubMed]

	7. 
Adolf, S.; Sandra, R.F.; Friedrich, S.; Jutta, P.; Tatjana, S.; Friedrich, S. First detection, clinical presentation and phylogenetic characterization of Porcine epidemic diarrhea virusin Austria. BMC Vet. Res. 2015, 11, 310. [Google Scholar]

	8. 
Mcbride, R.; van, Z.M.; Fielding, B.C. The coronavirus nucleocapsid is a multifunctional protein. Viruses 2014, 6, 2991–3018. [Google Scholar] [CrossRef] [PubMed]

	9. 
Shi, D.; Lv, M.; Chen, J.; Shi, H.; Zhang, S.; Zhang, X.; Feng, L. Molecular characterizations of subcellular localization signals in the nucleocapsid protein of porcine epidemic diarrhea virus. Viruses 2014, 6, 1253–1273. [Google Scholar] [CrossRef] [PubMed]

	10. 
Wang, K.; Xie, C.; Zhang, J.; Zhang, W.; Yang, D.; Yu, L.; Jiang, Y.; Yang, S.; Gao, F.; Yang, Z. The Identification and Characterization of Two Novel Epitopes on the Nucleocapsid Protein of the Porcine Epidemic Diarrhea Virus. Sci. Rep. 2016, 6, 39010. [Google Scholar] [CrossRef] [PubMed]

	11. 
Da, S.; Shi, H.; Sun, D.; Chen, J.; Xin, Z.; Wang, X.; Zhang, J.; Ji, Z.; Liu, J.; Cao, L. Nucleocapsid Interacts with NPM1 and Protects it from Proteolytic Cleavage, Enhancing Cell Survival, and is Involved in PEDV Growth. Sci. Rep. 2017, 7, 39700. [Google Scholar]

	12. 
Ding, Z.; Fang, L.; Jing, H.; Zeng, S.; Wang, D.; Liu, L.; Zhang, H.; Luo, R.; Chen, H.; Xiao, S. Porcine epidemic diarrhea virus nucleocapsid protein antagonizes β interferon production by sequestering the interaction between IRF3 and TBK1. J. Virol. 2014, 88, 8936–8945. [Google Scholar] [CrossRef] [PubMed]

	13. 
Chang, C.K.; Chen, C.J.; Wu, C.C.; Chen, S.W.; Shih, S.R.; Kuo, R.L. Cellular hnRNP A2/B1 interacts with the NP of influenza A virus and impacts viral replication. PLoS ONE 2017, 12, e0188214. [Google Scholar] [CrossRef] [PubMed]

	14. 
Luo, H.; Chen, Q.; Chen, J.; Chen, K.; Shen, X.; Jiang, H. The nucleocapsid protein of SARS coronavirus has a high binding affinity to the human cellular heterogeneous nuclear ribonucleoprotein A1. FEBS Lett. 2005, 579, 2623–2628. [Google Scholar] [CrossRef] [PubMed]

	15. 
Wahl, M.C.; Will, C.L.; Lührmann, R. The Spliceosome: Design Principles of a Dynamic RNP Machine. Cell 2009, 136, 701–718. [Google Scholar] [CrossRef] [PubMed]

	16. 
Bekenstein, U.; Soreq, H. Heterogeneous nuclear ribonucleoprotein A1 in health and neurodegenerative disease: From structural insights to post-transcriptional regulatory roles. Mol. Cell. Neurosci. 2013, 56, 436. [Google Scholar] [CrossRef] [PubMed]

	17. 
Biamonti, G.; Buvoli, M.; Bassi, M.T.; Morandi, C.; Cobianchi, F.; Riva, S. Isolation of an active gene encoding human hnRNP protein A1: Evidence for alternative splicing. J. Mol. Biol. 1989, 207, 491. [Google Scholar] [CrossRef]

	18. 
Jean-Philippe, J.; Paz, S.; Caputi, M. hnRNP A1: The Swiss army knife of gene expression. Int. J. Mol. Sci. 2013, 14, 18999. [Google Scholar] [CrossRef] [PubMed]

	19. 
Nakagawa, K.; Lokugamage, K.G.; Makino, S. Viral and Cellular mRNA Translation in Coronavirus-Infected Cells. Adv. Virus Res. 2016, 96, 165. [Google Scholar] [PubMed]

	20. 
Li, Z.; Chen, F.; Ye, S.; Guo, X.; Memon, A.M.; Wu, M.; He, Q. Comparative Proteome Analysis of Porcine Jejunum Tissues in Response to a Virulent Strain of Porcine Epidemic Diarrhea Virus and Its Attenuated Strain. Viruses 2016, 8, 323. [Google Scholar] [CrossRef] [PubMed]

	21. 
Guo, X.; Hu, H.; Chen, F.; Li, Z.; Ye, S.; Cheng, S.; Zhang, M.; He, Q. iTRAQ-based comparative proteomic analysis of Vero cells infected with virulent and CV777 vaccine strain-like strains of porcine epidemic diarrhea virus. J. Proteom. 2016, 130, 65–75. [Google Scholar] [CrossRef] [PubMed]

	22. 
Chen, F.; Zhu, Y.; Wu, M.; Ku, X.; Ye, S.; Li, Z.; Guo, X.; He, Q. Comparative Genomic Analysis of Classical and Variant Virulent Parental/Attenuated Strains of Porcine Epidemic Diarrhea Virus. Viruses 2015, 7, 5525–5538. [Google Scholar] [CrossRef] [PubMed]

	23. 
Wang, Y.; Zhang, X. The nucleocapsid protein of coronavirus mouse hepatitis virus interacts with the cellular heterogeneous nuclear ribonucleoprotein A1 in vitro and in vivo. Virology 1999, 265, 96–109. [Google Scholar] [CrossRef] [PubMed]

	24. 
Cammas, A.; Lacroix-Triki, M.; Pierredon, S.; Bras, M.L.; Iacovoni, J.S.; Teulade-Fichou, M.P.; Favre, G.; Roché, H.; Filleron, T.; Millevoi, S. hnRNP A1-mediated translational regulation of the G quadruplex-containing RON receptor tyrosine kinase mRNA linked to tumor progression. Oncotarget 2016, 7, 16793–16805. [Google Scholar] [CrossRef] [PubMed]

	25. 
Cammas, A.; Pileur, F.; Bonnal, S.; Lewis, S.M.; Lévêque, N.; Holcik, M.; Vagner, S. Cytoplasmic relocalization of heterogeneous nuclear ribonucleoprotein A1 controls translation initiation of specific mRNAs. Mol. Biol. Cell 2007, 18, 5048. [Google Scholar] [CrossRef] [PubMed]

	26. 
Shi, S.T.; Huang, P.; Li, H.P.; Lai, M.M. Heterogeneous nuclear ribonucleoprotein A1 regulates RNA synthesis of a cytoplasmic virus. Embo J. 2000, 19, 4701–4711. [Google Scholar] [CrossRef] [PubMed]

	27. 
Shi, S.T.; Yu, G.Y.; Lai, M.M.C. Multiple Type A/B Heterogeneous Nuclear Ribonucleoproteins (hnRNPs) Can Replace hnRNP A1 in Mouse Hepatitis Virus RNA Synthesis. J. Virol. 2003, 77, 10584–10593. [Google Scholar] [CrossRef] [PubMed]

	28. 
Cencic, R.; Desforges, M.; Hall, D.R.; Kozakov, D.; Du, Y.; Min, J.; Dingledine, R.; Fu, H.; Vajda, S.; Talbot, P.J. Blocking eIF4E–eIF4G Interaction as a Strategy To Impair Coronavirus Replication. J. Virol. 2011, 85, 6381. [Google Scholar] [CrossRef] [PubMed]

	29. 
Lloyd, R.E. Nuclear Proteins Hijacked by Mammalian Cytoplasmic Plus Strand RNA Viruses. Virology 2015, 457, 479–480. [Google Scholar] [CrossRef] [PubMed]

























© 2018 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access article distributed under the terms and conditions of the Creative Commons Attribution (CC BY) license (http://creativecommons.org/licenses/by/4.0/).






nav.xhtml


  viruses-10-00127


  
    		
      viruses-10-00127
    


  




  





media/file8.jpg
a b ¢ d

PEDV-N | @B EB —
1096 043 0

B-actin | emD qE» e @

Virus coples/ml

Alexa 488

DAPI






media/file11.png
3.0x10° - B

2.5x10° 4

b= 8

E 2.0x10" 4

@

o a b C d
o, 1.5x10°

S

2 PEDV-N | QDD

= 1.0x10°- -
=
- p—

1 1.06 0.55 0
B-actin <D &0 &> =

\"%

5.0x10" 4

a b C

a b C
- - - -






media/file6.jpg
hnRNP A1

B-actin

1 1.09 035 0.84 0.88






media/file1.png
hnRNP A1l

B-actin

Control YN13 YN144

WB-ratio

MS-ratio

1.02 0.57

1.06 0.49





media/file13.png
2.0x10° 1

1.5x10° 4
§ a b C d
'QEJ.. 1.0x10°
2 PEDV-N | QD G-
=
§ 5.0x10' 1 092 049 0
Eeacin l— - > .I
0.0 4
Alexa 488

DAPI





media/file10.jpg
Virus copies/ml

B
, EEY
Lo POV | DD -
1 0
i [ DD )

Alexa 488






media/file7.png
hnRNP A1l

B-actin

1 1.09 035 0.84 0.88






media/file12.jpg
H a b ocod
g PEDV-N | QD ==
TR
B-actin
a b ¢ d
a b c d
- ...
D
4
DAPI s






media/file9.png
7x10"
6x10"

5x10"

/ml

4x10’

3x10

1rus copies

PEDVN |G @D ==

\%

1x10 1 0.96 0.43 0

- - B-actin | GED GED o> G
a b C d

Alexa 488

5 ?
i
+ L

N s Sghel T : 4 : g TR L)
X [ [y o >4 ; v e Y
, =

T
)






media/file5.png
IP: Flag

Input

anti-flag

anti-hnRNP A1l

anti-flag

anti-hnRNP A1l

anti-B-actin

Q‘kr S
Q@ QC'F.
—
e
—_— .- T
D e






media/file3.png
CvV7T77

Cell control

N protein

15pm

hnRNP Al

P2
Ny
| s ]

15pm
—

25pum

0 25pm
e 8 —

* Sl

S 2 25pm
E—

o ke

L)
L

S 28pme

25um

e
L

.. 25pn-






media/file14.png





media/file4.jpg
IP: Flag

Input

anti-flag

anti-hnRNP A1

anti-flag

anti-hnRNP A1

anti-B-actin






media/file0.jpg
hnRNP A1

B-actin

Control YN13 YN144

‘WB-ratio

MS-ratio

1.02 0.57

1.06 0.49





media/file2.jpg
haRNP A1

YN144

Cell control






