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Supplementary figure 1. Maximum likelihood tree of 567nt of all HPeV5 VP1 sequences available on 
GenBank, August 2019. The tree was generated in Mega X using the GTR+G+I model. Branch 
support was determined with 1000 bootstrap replicates and is shown on the branch nodes. The HPeV5 



sequences described in this paper are in red. Other Australian HPeV5 VP1 sequences available on 
GenBank are in blue. 


