Supplementary table 1. FAdV strains investigated within this study.

GenBank Serological relationship Genome features .
i ; . — Strain source . ¢ .
Strain name accession Official reference . Related strains in Length GC (countrylyear®) Obtained from Original reference
no. designation This study other studies® (bp) (%0)
Newly sequenced strains
OTE MK572847 FAdV-1 FAdV-1 CELO 43,816 54.2 Japan Vaxxinova GmbH [15]
11-7127 MK572848 n.a. FAdV-1 n.a. 43,795 54.3 Germany/2011 n.a. [16]
AG234 (formerly 1V4) MK572849 n.a. FAdV-4 n.a. 45,505 54.7 Mexico/1995 Dr. H.M. Hafez, Berlin [17]
INT4® MK572850 n.a. n.d.f n.a. 45,629 54.6 n.a. n.a. [18]
C-2B (VR-834) MK572851 FAdV-10 FAdV-4/-10 KR5 45,554 54.6 USA Dr. H.M. Hafez, Berlin [19]
B3-A (VR-832) MK572852 FAdV-8b FAdV-7/-8b 764 44,161 58.0 USA Vaxxinova GmbH [19]
HungariaVI
HungariaVI MK572853 FAdV-8b FAdV-8b/-8a 764 44,037 57.8 Hungary Dr. H.M. Hafez, Berlin [20]
TR59
YR36 (one-way)
T8-A (VR-830) MK572854 FAdV-8a FAdV-8a/-8b TR59 44,047 57.9 USA ATCC [19]
HungariaVI
764
X11-A (VR-835) MK572855 FAdV-7 FAdV-7 YR36 43,947 57.8 USA Vaxxinova GmbH [19]
GB624 MK572856 n.a. n.d. n.a. 44,017 57.9 USA/1998 Dr. H.M. Hafez, Berlin [21]
08-17832 MK572857 n.a. FAdV-8a/-8b n.a. 43,807 57.9 France/2008 n.a. [2]
09-8330 MK572858 n.a. FAdV-7 n.a. 43,450 57.7 Hungary/2009 n.a. [2]
11-16629 MK572859 n.a. n.d. n.a. 43,845 57.8 Spain/2011 n.a. [14]
12-10101 MK572860 n.a. new serotype n.a. 44,112 57.9 Germany/2012 n.a. [14]
13-16424 MK572861 n.a. n.d. n.a. 42,198 57.8 France/2013 n.a. [14]
13-18153 MK572862 n.a. n.d. n.a. 44,342 58.0 Greece/2013 n.a. [14]
13-19395 MK572863 n.a. FAdV-6 n.a. 42,476 57.8 Germany/2013 n.a. [14]
13-21824 MK572864 n.a. FAdV-8b/-8a n.a. 43,600 57.8 France/2013 n.a. [14]
14-259 MK572865 n.a. n.d. n.a. 43,760 57.8 France/2014 n.a. [14]
P7-A (VR-827) MK572866 FAdV-2 FAdV-2/-11 - 43,056 53.2 USA Vaxxinova GmbH [19]
75-1A (VR-831) MK819240 FAdV-3 FAdV-3/-9 SR49 43,550 52.9 N. Ireland Vaxxinova GmbH [22]
GB528 MK572867 n.a. n.d. n.a. 43,462 53.2 Switzerland/1998 Dr. H.M. Hafez, Berlin n.a.
GB591 MK572868 n.a. n.d. n.a. 43,322 53.1 Germany/1998 Dr. H.M. Hafez, Berlin n.a.
08-8872 MK572869 n.a. n.d. n.a. 43,541 53.3 Germany/2008 n.a. [2]
08-9513 MK572870 n.a. n.d. n.a. 43,026 53.2 Germany/2008 n.a. [2]
08-18926 MK572871 n.a. n.d. n.a. 43,310 53.2 Austria/2008 n.a. [2]
12-11324 MK572872 n.a. n.d. n.a. 43,405 53.2 Austria/2012 n.a. [14]
Already available sequences
CELO (Phelps) U46933 FAdV-1 FAdV-1 OTE 43,804 54.3 USA/1957 Dr. H.M. Hafez, Berlin [23]
MK572875*
W-15 KX247011 n.a. n.a. n.a. 43,849 54.3 Poland n.a. [24]
61/11z KX247012 n.a. n.a. n.a. 43,854 54.3 Poland/2011 n.a. [24]
JM1/1 MF168407 FAdV-1 n.a. n.a. 43,809 54.3 Japan/2000 n.a. [25]
“FAdV-1” MK050972 n.a. n.a. n.a. 43,739 54.2 China n.a. n.a.
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®Indicated for previously documented reactions exceeding the 8-fold threshold for homologous:heterologous titer difference (settings may vary between individual studies).

®Year of isolation is given if documented.
‘Indicated for virus strains obtained from external sources.

%n.a., not applicable.

°In vitro-attenuated daughter strain of AG234.

fn.d., not done.

9According to Marek et al., 2016.

*GenBank accession numbers for full genomic sequences that have been corrected in this study.
**Reference strains based on sequence identities instead of cross-neutralization.



