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Supplementary Table 1. The primers used in full genome sequencing of the CPV 9 in the fresh tissue

of Dog 1.
Primer pair Region Primer sequence Amplicon
1 79771053 Forward: 5-TTTGCAGTTGCGTGCTCTGT-3 1349 bp

Reverse: 5-ACTACACTCCGCTTCCCTCA-3’

Forward: 5'- CTAGAAAGCCTTCTGTGCCGA-3’
2 900-2916 Reverse: 5'- TTGCGCATCAGGTTCCAAT-3’ 2017bp

Forward: 5'- TGGCGCTACCTATACAGTAGGA-%
5 26384729 Reverse: 5- TAGAGTGTTGCGACCAGCTT-3’ 2092bp

Forward: 5'- CAGTGACAGTGCATGCGGTA-3’
4 4649-6016 Reverse: 5- AGGACGCTCGGAAAAAGCAA-3 1368 bp

Forward: 5’- CTTCGAAAACCTGCGGTTGG-3’
> >421-7378 Reverse: 5- TGCGGTTTACGGTGGAATGT-3 1958 bp
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Supplementary Table 2. The primers used in full genome sequencing of CPV9 in the formalin-fixed
paraffin-embedded (FFPE) tissue of Dog 2.

Primer pair. Region Primer sequence Amplicon
1 1-429 Forward: 5’, —CTGCATTGAGCCAGACCGTT—,?:’ 430 bp
Reverse 5'- GCGTGCGGACGGTTATTTT-3
2w pelSuoncoectonor e
B TR s GCCTAGGGCTTAGGTAGGCAS 71
C meee G IoeMccocnenT oy
s e RTACMCKOCTONSCT o
oA TIGTAGCCATCATIGECCGT Y s425p
¢ e RSOGO
o RmmOGMAGOGOMSST o
L EEIR e AAACAGITAGAGGGCICGGC o0
MM ey CIGGGACCIGGGARMCCAAAS 551
M S TATIGCAGAAAAGGCCCCGA S s0sp
W e i ACTeICACCCCIGTACCTOY 125p
6 990 e 5 ICCACAACIGEACIGAGITC S 505 bp
V. MOS0 s s ATACCATGICIGECAACCCGS i56p
. WO0M9% e GOTACCCACACGOACATCTG Y 645
M e ¥ TCAAGCATGICACCOTCCTGS 47 5p
B SO0 o ATAGGGAGGAGGGTACAGGCY s60bp
B POM6 i AAGTTGATGCACACCIGRCTS #505p
25 7636-050 Forward: 5'-CTCCTGTGTAGTCAGCAGGC-3’ 517 bp

Reverse: 5-GCAACGGTTTCGTGGCAATA-3’
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14 Supplementary Table 3. The evaluation of mRNA expression levels of E6 and E7 using quantitative
15 PCR (qPCR). The dog ribosomal protein S5 (RPS5) was included as the internal control for the
16 estimation of mRNA expression levels of E6 and E7.
mRNA expression of E6 mRNA expression of E7 mRNA expression of RPS5
Cycle Melting Cycle Melting Cycle Melting
number temperature number temperature number temperature
D;’g 25.95 82.0 -C 26.41 83.5 «C 27.00 85.5 «C
D;’g 26.07 82.0 -C 2635 83.5 <C 27.01 85.5 «C
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