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Figure S1. Principal component analysis (PCA) plot presented samples clustering based on similarities of their gene expression variation. A - goats with high (HPL)
and low (LPL) proviral load are shown as red and blue circles, respectively; B - goats represented control group and low (LPL) proviral load are shown as red and
blue circles, respectively; C - goats represented control group and low (LPL) proviral load are shown as red and blue circles, respectively;
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