. viruses

(@)

(b)

(€)

)

rMCMV-HDV.seq
rMCMV—-CC-His—-P3.seqg
rMCMV—-CC—-His—-P6.seqg
rMCMV—-CC—-His—-P9.seqg
rMCMV—-CC—-His—-Pl2.seqg
rMCMV—-CC—-His—-PlS.seqg
rMCMV-CC—-HA-P3.seq
rMCMV—-CC—-HA—-P6.seq
rMCMV—-CC-HA-PY9.seq
rMCMV—-CC-HA-Pl2.seq
rMCMV—-CC—-HA-P1lS.seq

rMCMV—-HDV . seq
rMCMV-CC-His—-P3.seqg
rMCMV—-CC—-His—-P6.seq
rMCMV—-CC—-His—-P9.seqg
rMCMV—-CC—-His—-Pl2.seqg
rMCMV—-CC—-His—-PlS5.seq
rMCMV—-CC—-HA-P3.seq
rMCMV—-CC—-HA—-P6.seq
rMCMV—-CC—-HA-P9.seq
rMCMV—-CC—HA—-P1l2.seqg
rMCMvV—-CC—HA—-Pl1lS.seqg

rMCMV-HDV . seq

S130 S140 S1sS0 S16€0 sS170 s1i80 S190 S200
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAAT — — S184
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAAT) “AC 292
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAATE >. - 292
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAATE % > - 292
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAATE P >. - 292
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAATE N I - 292
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAAT) > = | 298
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAAT) ~C > > 298
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAAT) 298
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAAT) 298
TCAAGGCAGAACTTGAAGCAGAACGCGCTAAAAGTGCGGCAATGAACCAATCTTACAACCCTAAT) 298

S210 sS220 S230 S240 S2s50 S260 S270 5280

—GAC-A’I‘TGTTGAACTCAT'I‘CGA.ACAGCAGT’I’GG’I‘CGTGAAATGCAAATCCTAAGAGATGAGATC 5247

AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 364
————— 2 “AC NGAGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC

364

AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 364
AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 364
AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 364
AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 378

AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 378

5290 5300 S$310 s5320

AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC
AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 378
AGATTGTTGAACTCATTCGAACAGCAGTTGGTCGTGAAATGCAAATCCTAAGAGATGAGATC 378

378

5330 5340 S350 5360

GGCAAGACCAAGCGTGGG——

rMCMV-VPg-A-His-P3.seq GGCAAGACCAAGCGTGG
rMCMV-VPg-A-His-P6.seqg GGCAAGACCAAGCGTGG
rMCMV-VPg-A-His-P9.seq GGCAAGACCAAGCGTGG
rMCMV-VPg-A-His-P1l2.seqg GGCAAGACCAAGCGTGGH
rMCMV-VPg-A-His-P15.seq GGCAAGACCAAGCGTGG

rMCMV-VPg—-A-HA-P3.seq
rMCMV-VPg—-A-HA-P6.seq
rMCMV-VPg-A—-HA-P9.seq

GGCAAGACCAAGCGTGG
GGCAAGACCAAGCGTGG!
GGCAAGACCAAGCGTGG!

rMCMV-VPg—A—-HA-Pl2.seq GGCAAGACCAAGCGTGG
rMCMV-VPg—-A-HA-PlS.seqg GGCAAGACCAAGCGTGG

rMCMV-HDV.seq

rMCMV-VPg—-C—-His—-P3.seqg
rMCMV—-VPg—-C—-His—-P6.seq
rMCMV-VPg—-C—His—-P9.seqg
rMCMV-VPg-C-His-Pl2.seqg
rMCMV-VPg—-C—-His-P1l5.seqg
rMCMV-VPg—-C—-Flag—-P3.seq
rMCMV-VPg—-C—Flag—-P6.seqg
rMCMV-VPg—-C—-Flag—-P9.seqg
rMCMV-VPg-C—-Flag—-Pl2.seqg
rMCMV-VPg—-C—Flag—-PlS.seqg

rMCMV-VPg—-C—-HA-P3.seqgq
rMCMV-VPg—-C—-HA-P6.seqgq
rMCMV-VPg—-C—-HA-P9.seqg

rMCMV-HDV.seqg
rMCMV-HVR-His-P3.seqg
rMCMV-HVR-His-P6.seqg
rMCMV-HVR-His—-P9.seqg
rMCMV-HVR-His-Pl2.seq
rMCMV-HVR-His-P1l5.seqg
rMCMV-HVR—-Flag—-P3.seq
rMCMV-HVR-Flag—-P6.seqg
rMCMV-HVR-Flag—-P9.seq

rMCMV-HVR-Flag—-Pl2.seqg
rMCMV-HVR—-Flag—-Pl5.seq

rMCMV-HVR-HA-P3.seqg
rMCMV-HVR-HA-P6.seqg
rMCMV-HVR-HA-P9.seqg
rMCMV-HVR-HA-P1l2.seq
rMCMV-HVR-HA-P1lS5S.seqg

5450 5460 5470 5480

CGCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC S33
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC 543
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC S43
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC 543
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC S43
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC S43
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC S52
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC 552
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC 552
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC 552
GCACTGGGCAGCGGACCAATCTCCGGAAAGGAGC 552

5490 5500 5510 5520

CCCGAATACGACGAGGATGATGACTACGAGTACGAACGCAA!
CCCGAATACGACGAGGATGATGACTACGAGTACGAACGCAA
CCCGAATACGACGAGGATGATGACTACGAGTACGAACGCAA!
rMCMV-VPg-C-HA-P1l2.seq CCCGAATACGACGAGGATGATGACTACGAGTACGAACGCAA!
rMCMV-VPg—-C—-HA-Pl5.seqg CCCGAATACGACGAGGATGATGACTACGAGTACGAACGCAAT)

S530 5540 5550 5560

--------------------------- GAGGAGGTGGA 549
> > AGGAGGTGGA 609
AGGAGGTGGA 609

AGGAGGTGGA €609

AGGAGGTGGA €609

AGGAGGTGGA 609

AGGAGGTGGA €15

AGGAGGTGGA 615

AGGAGGTGGA €15

AGGAGGTGGA €15

615
€18
€18
€618
€18
AGGAGGTGGA €18

5570 5580 5590 5600

GAAAGTCAAAGCCCAGAAGCCCAT

GAAAGTCAAAGCCCAGAAGCCCATH

2

—CTGCACCGCGCTCCCGGAAAG 5566

TGCACCGCGCTCCCGGAAAG 678
TGCACCGCGCTCCCGGAAAG 678
TGCACCGCGCTCCCGGAAAG €78
TGCACCGCGCTCCCGGAAAG €78
TGCACCGCGCTCCCGGAAAG 678
TGCACCGCGCTCCCGGAAAG 686
TGCACCGCGCTCCCGGAAAG 686
TGCACCGCGCTCCCGGAAAG 686
TGCACCGCGCTCCCGGAAAG 686
TGCACCGCGCTCCCGGAAAG 686
TGCACCGCGCTCCCGGAAAG 689
TGCACCGCGCTCCCGGAAAG 689
TGCACCGCGCTCCCGGAAAG 689
TGCACCGCGCTCCCGGAAAG 689
TGCACCGCGCTCCCGGAAAG 689

Supplementary Figure 1. Alignment of tag nucleotide sequences of P3, P6, P9, P12 and P15 recombinant viruses and parental
virus ('MCMV-HDV). The shadows indicate the tag sequences.
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