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Supplementary Figure. S1. Identification of recombinant Bacmid-ORF59 by PCR.
Supplementary Figure. S2. Observation of Virus plaque.
Supplementary Figure. S3. Measurement of the copy number of CCV genomic DNA after ORF59

silencing.



Figure. S1 Identification of recombinant Bacmid-ORF59 by PCR. The pFastBac-HI-ORF59 plasmid was
transformed into DH10Bac E. coli to generate a recombinant bacmid, and the bacmid DNA isolated from
white and blue colonies was amplified using pUC/M13 primers. The PCR reaction was analyzed on a 1.0%
agarose gel. Lanes: 1, pFastBac-HI DNA; Lanes: 2, Bacmid DNA containing the ORF59.
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Figure. 52 Observation of Virus plaque. CCO cells were pre -incubated with different concentrations of ORF59
proteins (500 and 100 pg/ml) and BSA (500ug/ml) served as a negative control. The size of virus plaques was
observed by microscopeat 12,16, and 24 hpi. Bar= 100 pum.
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Figure. S3 Measurement of the copy number of CCV genomic DNA after ORF59 silencing. The progeny
viruses within the cell supernatants at 36 hpi (sShRNA59-948 and shRNA-NC) were collected to infect CCO

cells, and the virus genome was measured using qPCR at 12, 16 and 24 hpi.



