
Figure S3. Phylogenetic tree of 51 mycobacteriophage LysB proteins with branch length depicted. 

The cluster of the phages, the gene coding for the LysB and the corresponding pham (available on 

The Actinobacteriophage Database [17]) were included. Phage cluster and LysB pham are not shown 

for Ms6 since it is not included in this database. Length of the extra N-terminal region was accessed 

by HHpred for all proteins. When existant, MotifFinder tool was used to verify the presence of the 

putative peptidoglycan binding domain in this region. The symbol (-) denotes absence of the N-

terminal region. 


