Table S3. Amino acid replacement occuring in the the newly sequenced YFV samples compared to the closely related t146a344
(MK292067.1)

Amino Acid mutations Samples
T721TM PM352640
F978S PM352859
T1185I PM352481 and PM352951
F1300I PM322117 and PM353171
L1350I SH329086
L1468F PM352481 and PM352951
K1662E PM352481
G2127S PM352640
K2273R PM352943 and SH356755
Y2488H PM352859
K2502E PM352943
H3067Y PM352943




