
2209_scaffold2350 RC

M
G

V
−

G
E

N
O

M
E

−
03

12
07

5

0 33

0
50

2207_scaffold314 RC

uv
ig

_4
25

35
5

0 8

0
52

2204_scaffold812 RC

M
G

V
−

G
E

N
O

M
E

−
03

05
08

3

0 48

0
48

F.prausnitziiA_B07.V10.O10_1_c1 RC

M
G

V
−

G
E

N
O

M
E

−
01

63
92

2

0 8

0
22

E.ramulus_B01.V10.L14_2_c1 RC

M
G

V
−

G
E

N
O

M
E

−
02

44
88

6

0

0
35

E.ramulus_B01.V10.L14_1_c1

M
G

V
−

G
E

N
O

M
E

−
02

44
88

6

0 5

0
35

B.wexlerae_S04.r1.O05_2−CL16_c11

M
G

V
−

G
E

N
O

M
E

−
03

37
02

8

0 23

0
63

B.wexlerae_S04.r1.M14_2−CL16_c11

M
G

V
−

G
E

N
O

M
E

−
03

37
02

8

0 33

0
63

B.wexlerae_S04.r1.N05_3−CL16_c21

M
G

V
−

G
E

N
O

M
E

−
03

37
02

8

0 13
0

63

1013_scaffold3125 RC

M
G

V
−

G
E

N
O

M
E

−
03

71
86

1

0 94

0
11

7

1013_scaffold3125

S
R

S
41

58
69

_N
O

D
E

_1
1

0 94

0
12

3

contig71

M
G

V
−

G
E

N
O

M
E

−
03

51
72

5

0 17

0
79

E.hallii_S05.O04_1_c1

M
G

V
−

G
E

N
O

M
E

−
02

88
75

3

0 7

0
44

2204_scaffold211

E
R

S
69

87
42

_N
O

D
E

_4

0 15

0
57

Faecalibacterium.sp_S08.L11_2_c5 RC

N
L_

vi
r0

49
14

4

0 1

0
5


