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Han_2018_ERR1398212_NODE_689_r;4598;5668                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                Y     I KFY SL    V         D      L   II                                                        .....DQK T.K............. AAEL  K   P  SPRE MRFLRRKIK EA.FLG IWR  ........................................................

MGV-GENOME-0244886_f;3097;4260                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                                    Y     I HFF SV    L         D          II                                                        .....DSRNC.K............. IYKL  R   E  PHRR KKALKRKIR RE.LLKKLFI  DSH.....................................................

MGV-GENOME-0353320_f;45034;46209                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                Y     I H F  V    V         D      L   LM                                                        .....DPV T.Q............. CAEC  H C VE DPPY IHALKRLFK RE.TLW CDA  ........................................................

uvig_205988_r;1876;3051                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                Y     I H F  L    V         D      L   IM                                                        .....DVE T.K............. CCEC  Y C EE DPPY IEALKRVFK TE.TLW CDA  ........................................................

MGV-GENOME-0371861_r;58522;59658                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                                    W     L  FF S     V                                                                              ...RHQKNNS.K............. FGKL  HD  G TTLDY IKMFSMVFPFSE..................IVKFPNGEA..............................EL..RKALD

MGV-GENOME-0371861_f;4661;5845                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                         FF SA    I         D      I    M                                                        .....RKF V.........EGVESGGVLTG FSD  N  PHSI YREAERRIH DD.VRR ACQF EDF...........G.........................................

SRS415869_NODE_11_r;74172;75341                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                         FF SV    I                I   VV                                                        .....RRY .............RDGNVILI FKQ  P  SHEE FKRHEKLLLNPD.IRK GDD  NTV..........SG.........................................

Manrique_Person1_NODE_54_r;53028;54197                                c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                      L KFF SA    I         D      L   IV                                                        .....RRY .............RAGAVLLL  K   P  PHAT YQRHQRLIL PS.LRG ADS  ASS.......PCPTP.........................................

MGV-GENOME-0374715_f;81873;83135                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                                          L KYF SV    I                L   L                                                         .....ETGNSGC.............LGWKS  S   D  PIRF DE.AFDKVEAKHGQSA IDV RKYY...HSDLYFDEDN.......................................R

MGV-GENOME-0321287_f;36741;37898                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                Y       KYF NI    V         D      L   LI                                                        .....RRN F...........SNDG ILVI FS   D  LHEP YQDLQKNFT ER.IIN AAQ  ................RPFC................................ADRK

MGV-GENOME-0289925_r;1259;2290                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                                    W     V HFF SI    L                L   L                                                         .....NKNHT............ADG VLKC  R   A  DHDR KEKLKKL...DL.EPA YDL CVYV..........DC.........................................

OLXK01000549.1_f;26052;27305                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                Y        YF  I    V         D      L   LI                                                        .....RRH .............REG ILLG FSD  AR AHQP KDQVASALL PR.VVA EHR  DA...........QG.........................................

uvig_384903_f;24457;25497                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                                    Y     I KFY SI    L         D      L   II                                                        .....DPEHT.T............. CLKM  V   P  DHDI KTILRKKIK KD.LLW LDV  DSA.....................................................

ERS698742_NODE_4_f;359;1546                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                F     I KFY NI    L         D      L   II                                                        .....DRK T.R............. CLKI  K   D  DHAA KRIIRYTIA EQ.LLR LDK  DSNG....................................................

MGV-GENOME-0279285_f;36563;37810                               c                                                                                                   B                B    KG KdG KG    B         B      B   KG                                                                                      D                                                                                                   G                W     I HFF SI    L         D      L    I                                                        DEVARKAA L..PHRPMEEWDYAEG VIKG  R   Q  DHQR KAALEPRFP PD.IRA MWRY DAV.....................................................

MGV-GENOME-0347346_f;54338;55741                               c                                                                                                   C                C    JH JIH JH    C         C      C   JH                                                                                      D                                                                                                   G                Y        YF NI    A         D      L    I                                                        .....KHH .............TEG VLLF FKN  G  DHDI KQIIRRAFD DK.IVW TNRF DSYYEHYLKMAIKKGENPDT................................VEHK

                              z


A



190 200 210 220 230 240 250 260  X   X   X   X   X   X   X   X
MGV-GENOME-0312075_r;5592;6677           c                                               c                                                                     DF DF   DF  A   DF  DF DF                 A A  A DEEEF  DF   A     A      A   A      A A               A  A                   G                                               D                                                                     GI I    SQ  A   LN  LD  M                   R  Y RYM D  II   K     L      I   L      L L               I  L         ....NV  P  NQS  VF LLY  K.  HL KEGFR............F. .Y G     FY  HES DT... RAAWKA SEH AE..RG E N........DKT..Q FP .........

OHGK01000149.1_r;5669;7036           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GI I    SQ  A   LN  LD  V                 I R  Y RYM D  LI   K     L      I   L      L L               I  L         ....DV  P  NQS  IY LLY  K.  HL KEKLR............ . .Y G     FF  HED DT... RAAWKE EEH AA..RG E N........QKT..Q FP .........

NL_vir006651_f;37477;38559           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GI I    SQ  A   LS  LD FI                 I K  Y RYM D  LI   K     L      I   L      M L               I  L         ....DP  P  NQS  LL VLC  P.  H  KEKLG............ . .Y G     FY  HED EY... KQCLKD GMF AP..MG Q N........QKT..Q FP .........

uvig_425355_r;11757;13058           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GI      SQ      LS  LD YL                 V R  Y RY  D  VL   K     L      I   M      L I               V  V         ....PE  SF LRS  GAGNLL  VF  H  KDKYG............ . .Y Y  C  GL  GKT AE... WKIRDV HRQ GK..ID E ........KPNE..R FP .........

uvig_425355_f;39603;40904           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GI      SQ      LS  LD YL                 V R  Y RY  D  VL   K     L      I   M      L I               V  V         ....PE  SF LRS  GAGNLL  VF  H  KDKYG............ . .Y Y  C  GL  GKT AE... WKIRDV HRQ GK..ID E ........KPNE..R FP .........

MGV-GENOME-0272770_r;499;1920           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     G        Q  A    S   D YV                 I K  Y RFV D   V   K     I      L   L      L L                            HADPDH FAP SLHA KF NFIG C.F Y  SEILG............ . .H V     FAF MRN ED... LNTVPL DSY KE.QLL K H.......PKKI................

MGV-GENOME-0297536_f;14441;15565           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GI I    SQ  A   LS  MD FI                 I R  Y RYM D  LI   K     L      I   V      L M               I  L         ....NP  P  NQT  WF VMY  G.  H  KEKLG............ . .Y G     FY  HED AY... QYCRGE EQY AR..LG R N........KKT..N FP .........

MGV-GENOME-0310879_f;320;1423           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GV I    SQ  A   LQ  LD  I                 L    Y RYM    L    K     L      I   L      L L               L            ....KY  L  AFF  WF NTV  P.  QM ..R.N..........SG CD.H M    NLT FGRN RK... RKLRGM EDW AG.R.R K ........NNKW..Q YPTA........

MGV-GENOME-0305083_f;11909;13054           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GM I    SQ  A   LN  LD YI                 A H  Y RYM D  LL         L      I   L      L L               I  V         ERLFEV  P  NLT  LL NVC  E.  Q  KHELK............ . .F D     MA  YPDAAT... NRWRTA EKY NE.VLH E N........SKT..T GL .........

MGV-GENOME-0212520_f;17251;18312           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GI I    SQ  A   LQ  LD FI                 V K  Y RYM D  L    K     L      I   L      L I               L            ....ES  P  NFT  WF NFY  D.  H  KEQLK............ . .Y V     MV FSNN KE... RKIKIE DNF SK.E.K T ........KENW..Q F...........

Han_2018_ERR1398212_NODE_689_r;4598;5668           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GI I    SQ  A   L   LD YI                 V R  Y RYI    I    K     L      I   L      L L               L            ....KD  K  FYI  WL NAV EP.  H  REKLG..........DG . .H V    NLT FGHN KK... HRAIRS MEF GR.M.G R ........KENW..Q YNT.........

MGV-GENOME-0244886_f;3097;4260           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GL L    SQ      LQ  LD FI                 V K  Y RYM D  I    K     L      I   I      L I               V            ....KP  P  YYP  WFGNFY  P.  H  MEQLH............ . .H I     MV FGNN KE... HKARLQ EKF TE.ELG Q ........KKNW..Q FRFDYVDR....

MGV-GENOME-0353320_f;45034;46209           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GV I    S   L   LQ  LD  I                 V    Y R M    I    K     L      I   L      L L               I  V         ....EY  L  AFF AWF HLL  P.  LM HQK.Q..........YG .S.H L Q  NFT FGSN RK... RRLLDD RAW AE.V.G R ........KGNW..Q FR GFTPRVAKA

uvig_205988_r;1876;3051           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GV I    S   L   LQ  LD  I                 V    Y R M    I    K     L      I   L      M I               I  V         ....EY  L  AFF AWF HLT  P.  LM HQK.Q..........YG .S.H L Q  NFT FGSN RK... RKLLED KKW AE.I.G K ........KGNW..Q FR GFTPKVERA

MGV-GENOME-0371861_r;58522;59658           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GL      S       M   VD  L                   R  Y RYA D  I          V      V   L        I                            LAFLNG  PQ TPL PLITNVM IP.  YK ANAFRDFDKQ......... FI T     FI SSKV...DFD HRVEKL VDT HEFGAPFT N.......ESKT..RYGSSAGRN.....

MGV-GENOME-0371861_f;4661;5845           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     G  L    SQ  A   AS  LD FI                 I K  Y RYM D  LI   R     L      I            L               I  L         ....DV FG  SQV  ID LMV  P.  H  KEQLH............ . .Y G     FY  HEN EY... KYCMEE RKKCKE..YGFV N.......EKKT..K AP .........

SRS415869_NODE_11_r;74172;75341           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GL L    SQ  M    S  LD FI                 I K    HYM D  VI         A      I   A      L V               I  L         ....GV  P  VEP  AE IAFP A.  N  KCQLS............ . .CAG     YY  VPPDRD... KEIMAL VAK ES..LK T S.......KSKS..R VP .........

Manrique_Person1_NODE_54_r;53028;54197            c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GM L    SQ  M    S  VD FI                 V H    HYM D  IV         L      I          V V               I  L         ....GR  P  VEP  QE VALP A.  N  KCQAG............ . .VAG     YY  LPDVEE... KKLGRE VKRFEA..IG P N.......KRKC..K IP .........

MGV-GENOME-0374715_f;81873;83135           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                      L       S  A   L   LD  L                      Y RY  D   I                L   L      M L                            LQSKYQS KQ CAVA WL DVL YD.  RE SQ.............MNG...Y V  S  MLF GKD......YEKAMDT QKR ED..KS K N.......PKKV..EYL...........

MGV-GENOME-0321287_f;36741;37898           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                      L I    SQ  A    N  ID FI                 V H    RYM D  LI   K     L      L          I V               I  L         DG.KEIS G  SQI  IL VRFP G.  H  EQELD............ . .EHG     SY  HES EY... QYCLEA KEKFAE..KG I N.......TKKT..Q IK .........

MGV-GENOME-0289925_r;1259;2290           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GL L    SQ  A   L    D FV                 I R  Y RYM D  LI   K     L      I   M      L L               I  L         ....SD  P  YQT  LF LYY DE.F H  KEKLH............ . .Y G     FF  HPD EY... QYCLTE QAF AS..LG E N........EKT..Q FP .........

OLXK01000549.1_f;26052;27305           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GL L    NQ  A    N  ID YV                      Y RYM D  LI   K     L      I          I L               V  L         ....DV  G  SEP  IC VAHP R.  H  IEMLR............P.E.A G     FY  HES DY... QVCLLL ERKCAE..LG E N.......PRKT..R VK .........

uvig_384903_f;24457;25497           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GV I    SQ  A   L    D WI                 V R  Y RYA D  IL         L      I   L      L L               V  I         ....D.  P  NYL  YF NIY AY.F H  KEVKK............ . .Y F     IV  GDDPKQ... HKLRIE EEY HD.NLK S RKVDPKTGKKKWKFQ FK D........

ERS698742_NODE_4_f;359;1546           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GL I    SQ  A   L    D WV                 V K  Y RYM D  IL   K     L      M   L      V I               I  V         ...KDK  P  NFT  YL NLY AY.F H  KEELAK....IVMKRFG . IY Y     MV  CAD EA... HFVLDM GLY GG.ELK E ........KSNW..Q FP D........

MGV-GENOME-0279285_f;36563;37810           c                                               c                                                                     KG KG   KG  B   KG  KG KG                 B B  B KdddG  KG   B     B      B   B      B B               B  B                   G                                               D                                                                     GL L    S   A   VS     YV                 L       YM D  VI   K     A      A          L L               I  L         ....DE  A  HQT HIY VFY  S.FMH  GEKLH............ .P.LAGM    WY  CPD AT... VEALRL RLEFAK..LG E N........DKT..N FP .........

MGV-GENOME-0347346_f;54338;55741           c                                               c                                                                     JH JH   JH  C   JH  JH JH                 C C  C JIIIH  JH   C     C      C   C      C C               C  C                   G                                               D                                                                     GL L    NQ  A    N  LD YI                 I H  Y RYM D  LI   K     L      I          I L               I  L         ......  G  SED  TI VSYP K.  H  KEVLQ............ . .E A     GY  HES EY... EYCLQE RRICAE..LK E N.......EKKT..R VK .........

          z                                               zz


270 280 290 300 310 320 330 340 350  X   X   X   X   X   X   X   X   X
MGV-GENOME-0312075_r;5592;6677                       DEF A     A      A A    DF DEEF            A     A     A    A A                   A   A                                   FLG H     T      L R    RM RKLR            I     I     S    A H                   L   I             .................RNGLD   F SYLTD GKVVRK R ASRE  K    KYKVMYESG..A TK.EK TESYQ WRSH S GDCHALIQKY.......DQ YNE FERSETADVSI..

OHGK01000149.1_r;5669;7036                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG H     T      L K    RM RKLR            I     I     S    A H                   L   I             .................RNGLD   F SYLTD GKVVRK R ASRE  K    KYKVMYESG..A TR.EK TESYQ WRAH S GDCRALIEKY.......DR YNS FERSDTDHV....

NL_vir006651_f;37477;38559                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG H     T      I R     M RKLK            I     I     S    A R                   L   L             .................KNGID   F IYLTE GKTVWK R RSKGN S    KFRKLLDRG..L TM.ES HQSYQ WKGH L GNCHHLVREM.......DE YNS FKEDNKDVSIT..

uvig_425355_r;11757;13058                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG              L K    K  RKMH            V           S      H                       A             .................EEGID   YVIRPDYV.....R R RIKQ FA    ...........E KSRKRRRELIA FYGMTK ADCNKLFKKLTGKEMRSFKDLNV YKPEDGKKRFP..

uvig_425355_f;39603;40904                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG              L K    K  RKMH            V           S      H                       A             .................EEGID   YVIRPDYV.....R R RIKQ FA    ...........E KSRKRRRELIA FYGMTK ADCNKLFKKLTGKEMRSFKDLNV YKPEDGKKRFP..

MGV-GENOME-0272770_r;499;1920                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FVG              I       L   I             A           S    M H                   I                 YI............QHHSKGVL   AFILPGRI.....Y SNRVVGN YDV SKYNKIAEEGFAE HA.DKFVATLN YYGL R FNTYNLRRKVA......KR NPAWWEYFYVQGHWE..

MGV-GENOME-0297536_f;14441;15565                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG H     S      V R     A RKLK            I     I     S    A K                   L   L             .................RNGID   F TYLTE GKIIRK R SSKSN Q    KQRGLLDRE..K SL.SD EQSYG WRSH A GNCYHLIQKT.......DS FQN FKESEKQWPKV..

MGV-GENOME-0310879_f;320;1423                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                    LG R     S      L K    RL K L             I     A     S    M H                   L   V             .................KRTVAA  Y FGHKF .....L R RNMV  K S SECYRAMRKH.QK RP.KL QGLL. RLGQ K CNHVHFFEKYVETGLQ.RK KLV .............

MGV-GENOME-0305083_f;11909;13054                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FVG R                   KM  RMR            I     V     S    M H                       V             .................KHGIT   C IYPG.....YRKPTAQSVK  KA   YIVKEYEAG..L DF.DA DATMQ YFGL G CSTHGLQKWI.......EK..NI FKRKEMAD.....

MGV-GENOME-0212520_f;17251;18312                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG R     T      L R    RI RRAK            I     A     S    L H                       I             ..............KTESRPLD   Y FYRGY .....T R SNFL  K    ....KMAKK.DH TY.HD AAML. YSGW K CDSYNYQQKYIKPYVNYKLCKEV .............

Han_2018_ERR1398212_NODE_689_r;4598;5668                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                    VG R     T      I K    RL R               I     A     S    L H                   I   V             ................RKRMVNA  Y YKRGL .....L R KNLL  K QCTRARKRIAAH.RK AP.IQ RGIL. RSGQ K CAGWSLYDKHVRP.IE.KT KSV .............

MGV-GENOME-0244886_f;3097;4260                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FMG K     T      I K     I  KV             I     A     S    I H                   L   V             ............KGKRRGRPLD   F FYRDR .....T R SILQG RG  N....RVKRK.EK TW.VD GSLL. RLGW W SDTYAYYERYIKPYVKVKV KTL SKHA.........

MGV-GENOME-0353320_f;45034;46209                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                    LG R     T      L K    RL R LH            I     A     S    L                     L   V             ....HDTLHEKKQRHRRPRIPSA  Y FGHGY .....I R HNLF  K A  TYYHRRDRN.RV SF.KR SGLI. RLGQ RNCNSQRILERYYQPNTM.FN KKV .............

uvig_205988_r;1876;3051                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                    LG R     T      L K    RL   LH            I     A     S    L K                   L   V             ....HQALPKKKQRHRRPRLPSA  Y FGHGY .....I R HNLF  KQS  LYYYRRDRN.RV SF.KR SGLI. RLGQ R CNHQQVLDRHYQPKTM.FA KKV .............

MGV-GENOME-0371861_r;58522;59658                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                    LG                R     L   I             I           S    V                     M   V             ..WN...................  VMLNKDNEITVGHKKK QFQSM YNY TDKRKGISWPRED QT....MQGLH YYRM EPETIDAIVKHTN......EK ETD LR...........

MGV-GENOME-0371861_f;4661;5845                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FL  K     T      M R    KM KKLR                  V     S    M R                       L             .................RKGVK  KT FFLNE GAVIRK N KSPV  R    IFRRWIDEG..RFTI.TD ETAYQ WRGH I GNSTLVLRKM.......DAFYNS FKNKEDSGHGK..

SRS415869_NODE_11_r;74172;75341                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   Y   K     T        R    RA RKIK            M     L                                L   V             .................TKPFR CKA FILTE GRVVMNGN DGVK  R    AFRTKIQNG..E SY.DD WTSVNGMLAYFESYDDHNRVLRL.......RR FYS FGFSPER......

Manrique_Person1_NODE_54_r;53028;54197                        KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   F   R     S        R    RA RKLK            L           S                          L   L             .................TKPFR CKA FTLTE GAIKINGS DGMK  R    LFRKEVDAGTRT AY.VEQYKESQ ..AYYRNFDDHGRLLRL.......RR EYA FG...........

MGV-GENOME-0374715_f;81873;83135                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG              I         R IR            V                L                                       ...............AADVWFK   FSIKGGMVSLSSSR KTFQHEIER T  CRDTTLAKAVDA NR.YLYKGEFSWAIQV PVCNVKSDLNEL.......NKFVMDCFRAIQTGRCKIGG

MGV-GENOME-0321287_f;36741;37898                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FL  R     T        K    R  RKLH            L     L     S    I                     I   L             .................SSWFT  KF YKLTE GRVVVKPC DSVT ER    KLKPKFDNG..E NF.GD RTQYA WRGY EYADSYRTICNM.......DN FNQ Y............

MGV-GENOME-0289925_r;1259;2290                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FLG H     S      L H    KM  KLR            V     I          A H                   V   L             .................RHGMD   F TYLTD GKVIRK R SSVK  RA   RWEKEYPTG..L TR.EE LQSWQAWDAH A GNTWTLRQQVR......DR QNI KEEI.........

OLXK01000549.1_f;26052;27305                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   WL  R     T        R    R  RKLK            M     V     S    M R                   L   L             .................TRGFT  KK IFYTD GRIVVKPC DSIT ER    KMARMVADG..I TP.EQ EQSYQ WRGG K LDAHRSVRAM.......DA YRS FGNPAGGGLLN..

uvig_384903_f;24457;25497                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   FVG       T      I K     L RKA             I           S    A                     L   I             ................SHRGID   YVFYHTH .....L R GIKKN C   A....KLNKK.KH SD.MEYKQVIC WFGW KYSNSKH.............L KTI .............

ERS698742_NODE_4_f;359;1546                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   YVG K            L      R  KK H            I     I     S    I R                                     .................ARSID   F QNHYGI.....L RSGILK FY  F ....RTINK.YE KDETD KHFFP EYGW I CSEEH..SKFI..........................

MGV-GENOME-0279285_f;36563;37810                       KdG B     B      B B    KG KddG            B     B     B    B B                   B   B                                   F G H     T      L      RM RRIR            V     I          A H                   L   L             .................QNGID C F TYLTR GQVVSK RYSSIK  K    LWEKQYAAG..E SR.EK MESFTAWEAH K GDTKQLRREMR......SR LMA DRADEARRAAG..

MGV-GENOME-0347346_f;54338;55741                       JIH C     C      C C    JH JIIH            C     C     C    C C                   C   C                                   FL        T        R    R  RKL             L     I     S    M K                   L   L             .................SHGFT  KTQIYLTD GKILRKPC KAVV QR   VRQYRKLLAG..E SF.ED RCSYA WRGC E KQARRTIHSM.......NR FDR F............
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                     360                                                                                                                         X                                                                                                  
MGV-GENOME-0312075_r;5592;6677          ...................NQRPAR..............................................................................................   

OHGK01000149.1_r;5669;7036              .......................................................................................................................   

NL_vir006651_f;37477;38559              ...................VESADRGESQVR........................................................................................   

uvig_425355_r;11757;13058               ..................GVVV.....SIRE..LVNLPIVVK.DFETGI.....KTEQGEDRCIVAIEVNGEAKKFFTNSEEMKNILAQVKEMPDGFPFETTIKTETFGKGRTKYV.FT   

uvig_425355_f;39603;40904               ..................GVVV.....SIRE..LVNLPIVVK.DFETGI.....KTEQGEDRCIVAIEVNGEAKKFFTNSEEMKNILAQVKEMPDGFPFETTIKTETFGKGRTKYV.FT   

MGV-GENOME-0272770_r;499;1920           ...................VFVLKNEYNFKKQ..................................................................LKKQIRKGNAKKYLTPEIG..   

MGV-GENOME-0297536_f;14441;15565        .......................................................................................................................   

MGV-GENOME-0310879_f;320;1423           .............................RE.......................HTRKEQARWNM.................................CTEPLKSTA............   

MGV-GENOME-0305083_f;11909;13054        ...................IELPQEVTQWELNQF.....................................................................................   

MGV-GENOME-0212520_f;17251;18312        .............................RN.......................ESKKSRKH..............................................NKT........   

Han_2018_ERR1398212_NODE_689_r;4598;5668 .............................RE.......................ASRKERILC........................................SST.............   

MGV-GENOME-0244886_f;3097;4260          ........................RKENERN.......................GMVRSRKHC....................................RRETKRAGYNKQPAPCI...   

MGV-GENOME-0353320_f;45034;46209        .............................RR.......................ECRRLQRLY.....................................PPYRAA.............   

uvig_205988_r;1876;3051                 .............................RK.......................ECRRLQALY.....................................PPYQAA.............   

MGV-GENOME-0371861_r;58522;59658        ..................LIK.....DDLR.........................................................................................   

MGV-GENOME-0371861_f;4661;5845          ...................VS......EERQ.......................................................................LARAC............   

SRS415869_NODE_11_r;74172;75341         ...................IE......NFRE.......................RGKKDEICC.....................................A..................   

Manrique_Person1_NODE_54_r;53028;54197  .......................................................GLK....C.....................................SELSKTAAASA........   

MGV-GENOME-0374715_f;81873;83135        LGYVRTKPDGCIVRGRGRNVKA.NRDKTDRD.....IPGYLTV...........GCMRNALLT........................................SRAVYNTLVASL....   

MGV-GENOME-0321287_f;36741;37898        ...................VPA....GEWR.........................................................................................   

MGV-GENOME-0289925_r;1259;2290          .......................................................................................................................   

OLXK01000549.1_f;26052;27305            ..................AIQ......TWRRHGWEHAPTLAT....EGATHDG.TGNRRG..D.....................................QRLQTAA............   

uvig_384903_f;24457;25497               ............................................................................................................KKQVYDTLRF.   

ERS698742_NODE_4_f;359;1546             .........................FNNCLN.......................DGSKCFDY.........................................RAAG............   

MGV-GENOME-0279285_f;36563;37810        ...................IPAARPGPDERR.....TKRYGTVTFQSGKRQPGEAGGKQQ..A.....................................HQVHQAGQ...........   

MGV-GENOME-0347346_f;54338;55741        ...................IE......NWQR...EEVPLYG..............................................................................   

 


