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Figure S1. Geographical locations of the origin of the Czech (CZ) and Hungarian (HU) samples.
The Czech samples were collected from private orchards in the South Bohemian Region. Samples
from productive orchards and germplasm collection were taken in the Hradec Kralové Region.

Productive orchards were sampled at Zalaszanto, Tamasi, Soroksar, Vamosmikola, Ujfeherto,
Olcsvaapati, and four more locations at Nyirseg, while certified stock collections are located at
Erd, Soroksar and Ujfeherto (isolator houses are present only at Ujfeherto). Biotest were carried
out at Velence on a Virology Station of NEBIH.
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Figure S2. Northern blot validation of the sSRNA HTS for presence of AHVd using AHVd specific
radiolabelled probe (a) in libraries 1-7, (b) in individuals in 8_Apple_biotest library) and (c) in li-
braries 13-16. -C is a negative control.

Figure S3. Photo of the Florina cultivar at Erd (Hungary), infected with CCGaV.
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Figure S4. Multiple nucleotide alignment of the ALV-1 isolates. The PA8 isolate is used as the
reference. Putative INDEL events are annotated as green/red boxes. There were five variants of the
putative ORF5a that differed in length (24 nt — 327 nt). In addition, the Gloster isolate of ALV-1 had
abolished start codon, annotated with an asterisk.
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Apple luteovirus 1 - NC_040680.1

PAB CCGGAACCUAAACEGGAACCUGEUCTGGAACCUAAATT GGAACEUGEUCTGGAATCUCAACT UCUCACAGUCUCCATA
= t——

Rema1 ABGCGACCC AABMCAAAABEEGCEGGEEGCRCCGEAACCUAAACCGGAACCUGT CGGAACCUCAACCGGEAGUCUCACAGUCUCCARAGCG GGAACCCGCUGUGCCGARNCAAL
OzarkGold AAGCGAC GUCGCACCGGAACCUBAACCGGAACCUGCMCCGGAACCUBAACCGGAACCUGCHMICCGGAACCUCAACCGGBAGUCUCACAGUCUCCARAGCG GGAACCCGCUGUGCCGACCAABGARC CA
Relinda AAGCRACCCACCHBUGCEARAR UUGUGGUMGCECCGGAACCUAAACCGGAACCUGCECCGGAACMUAAACCGGAACCUGCUCCGGGACCUCHACCGGAAGEICUCGCAGUCUCCIAGCG GGAACCCGCUBUGCCGACHAARGARCCA
Reglindisd AAGCEACCCACCHBUGCEARAR UUGUGGUMGCBICCGGAACCUAAACC GGAACCUGCECCGEAACHIUAAAC CGGAACCUGCUCCGGBACCUCHACTGGAAGEICUCGCAGUCUCCERAGCG GGAACCCGCUBUGCCGACMAARGARCCA
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RGQ“I’WISS AAGCRACCCACCEBUGCEANARN UUGUGGUBGCEICCGGAACCUAAACGGAACCUGCEICCGGAACEUAAACCGGAACCUGCUCCGGGACCUCEACCGGAAGECUCBCAGUCUCCEMAGCG
Remo2 AAGCRACCCACCHEUGCEANAN UUGUGGUBIGCEICCG AAC[UAAA(!()(:AA((U(:C U(([}(wAA( BWUAAACCGGAACCUGCUCCGG 4 UCGCAGUCUCCENAGC
Mutsu1 AAGCGACCCHIC BUCGAGABUNGA 2 C C 2 UCUCACAGUCUCCABAGC
Gloster AAGCMACCCACCEEUGCBAGAU UUGUGGUBGCACCGEAACCUARACC GEAACCUGCUCCOEAACCUAAACCGOAACCUGCUCCGOAACHILC AACCGOAAGEC UCHICAGUCUCCAGC GGAACHCGCUBUGCCCABMAANGANCCA
Elstar AAGCGACCCECC NANSCGAGANCEGAGGEEGCMCCGGAACCUAAACCGGAACCUGCICCGGAACCUCAACCGGEAGUCUCACAGUCUCCARAGCG GGAACCCGCUGUGCCHACHAABGAGCCA
F,rSEdum AAGCEACCCACCEEUGC .UL|U(.1L|U.L|LIC(.uGAALLUMAALEGUAALCU&LUCLDGAALLUAAALEth\AELUGLUCLG(;AALE.LAALCQUAAGULUIALAuUCULC-AQEC GGAACCCGCUBUGCCGANMAAUGANCCA
JimBrian AAGCGACCCHCC ’ Y GCMCCGGAACCUAAACCGGAACCUGCICCGGAACCUCAACCGGAGUCUCACAGUC GGAACCCGCUGUGCCIA -
VirginiaCrab AAGCRACCCGCCHBUGCEARAR BUGUGGUNGCECCGGAACCUAAACCGGAACCUGCIICCGGAACCUAAACCGGAACCUGCUCCGGAACCUCAACCGGAAGUCUCACAGUCUC GGAABCCGCUBUGCCGABBAABIGAGC CA
TopSpur BANNCGAGABCHGAGGEEGCBCCGGABCCUAAACCGGAALCUGCRICCGGAACCUCAACCGGBIAGUCUCACAGUCUCCABAGCG GGAACCCGCUGUGE CHARMAABGAGCCA
RegalPrince2 AR GGUUGUUGUIGLICCGU/\ALEuAnA(CbGJ\A(LUG&UC(GW\I\CCUAM\CCuGr'lACLUL.(ULCGu/\F\(CIEAA(CGGN\GICU(l-ctwu(u((_.f\GCL GGAACCCGCUBUGCCGACCAARGAMCCA
Starking GGABCCUAAACCGGAACCUGCCCGGAACCUCAACCGGBAGUCUCACAGUCUCCARAGCG GGAACCCGCUGUGCCH
TEliarany parmen xscccacccuce GGAACCCGCUGUGCCHABBAABGAGCCA
Charden AAGCGACCCECC GGAACCCGCUGUGCCGABCAABGARCCA
RedElstar2 AAGCGACCCHCC GGAACCCGCUGUGCCMA ICCA
Red Elstar1 AAGCGACCC GGAACCCGCUGUGC ABGANCCA
GoldenReiders AAGCGACCCECC GGAACCCGCUGUGCCI AGCCA
Idared AAGCGACCCECC GGAACCCGCUGUGCCRABMAABGAGCCA
Reglindis1 AAGCGACCCHCC GEAACCCGCUGUGC CHABMAABGAGC CA
Reglindis2 AAGCGACCC CﬁﬁAAf(’UAAAFTGGAAFfUﬁf EGGAACfUFAA('fGGIAﬁUFUCG('A ('Uf('A.AGE'F GEAACCCGCUGUGCC AGCCA
Jorseymaci AAGCGACCCBCC AGEC UGGANBEGEGGEEGCBCCGGAACCUAAACCGGAACCUGCICCGGAACCUCAACC GOAGUCUCACAGUCUCCABAGCG GGAACCCGCURUGCCGABCAABGARCCA
Jerseymac2 AAGCGACCCHCC WGHEC UGG ANBEGHGGHEEGCMCCGGAACCUAAACCGGAACCUGCRCCGGAACCUCAACC GGMAGUCUCACAGUCUCCARAGCG GGAACCCGCURUGCCGABCAABIGABCCA
Jonagold2 AGGCGACCCECC GEEIGCECCGGAACCUAAACCGGAACCUGEMIC CGGAACCUCAACCGGEAGUCUCACAGUCUCCARAGCG GGAACCCGCUGUGCCGARCAANBANCCA
RegalPrince 1 AMGCGACCCHCC GG CBCCGGAACCUBAACCGGAACCUGCACCGGAACCUCAACCGGMAGUCUCACAGUCUCCARAGCG GGAACCCGCUNUGCCHABCAAL
Jonagold1 AAGCGACCCHC GCHCCGGAACCUBAACCGGAACCUGCRCCGGAACCUCAACCGGMAGUCUCACAGUCUCCARAGCG GGAACCCGCUGUGCCGABCAABGARC CA
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332_Topaz_M9 AAGCGACCCHCCAGUUCAAGAUNE GUGGUCGCACCGGAACCUAAACCGGAACCUGCUCCGGAACCUAAACCGGAACCUGCUCCGGAACCUCAACCGGAAGUCUCACAGUCUCCARAGCG GGAACCCGCEGUGCCGACHAABGABCCA
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WANGC UAGABC BRBGGEEG CBCCGGAACCUAAACCGGEACCUGCUCCGGAACCUCAACCGGAAGUCUCACAGUCUCCARAGCG GGAGCCCGCUGUGCCGACHAAL

810_Roolstock_M9 AAGCGACT

612_Rootstock_M@ AAGCGACCHE BABGC UAGABC BRBGGEEG CBCCGGAACCUAAACCGGEIACCUGCUCCGGAACCUCAACCGGAAGUCUCACAGUCUCCARAGCG GGAGCCCGCUGUGCCGACHAAR
315_Gala_M9 AAGCGACCE RABGC UAGABC BABGGEEG CACCGGAACCUAAACCGGIIACCUGCUCCGGAACCUCAACCGGAAGUCUCACAGUCUCCARAGCG GGAGCCCGCUGUGCCGACHAAR
3107Sampion_M9  AAGCGAC UK BABGGEEGCIC CGGAACCUAAAC CGOBIACCUGCUCCGGAACCUCAACE GGAAGUCUCACAGUCUCCARAG GGAGCCCGCUGUGCC GACHAAL
294”Sampion M9 AAGEC GACCBIEK " BWCCGGAACCUAAACCGGBACCUGCUCCGGAACCUCAACCGGAAGUCUCACAGUCUCCARAGCG GGAGCCCGCUBUGCCGACHAAR
Mutsu2 AAGCGACCCH BABNCGAGABCHGAGGEEGCBCCGGAACCUAAACCGGAACCUGCAICCGGAACCUCAACCGGEAGUCUCACAGUCUCCARAGCG GGAACCCGCUGUGCCHARBMAABGAGCCA
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Figure S5. Multiple nucleotide alignment of the ORF5 region of the ALV-1 isolates with identified
tandem repeats. The PA8 isolate is used as the reference. Deduced aminoacid sequences are shown
in a lower part of the figure. Gaps are shown as dashes.
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Figure S6. Shared nucleotide identity in a 1193 nt long part of polymerase gene between CCGaV
isolates. The Italian isolate CGW2 had a citrus host, while others have been isolated from apple

hosts.
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Figure S7. RT-PCR test of the indicators used for biotest of Florina cultivar for the presence of
CCGaV RNA1 and RNAZ2. Blue arrows show results in the indicators, green arrows show results for
the original cultivar sprouted during the biotest.



