
Supplementary Table S1. Acinetobacter bacteriophage genomes deposited in GenBank on the 21st of January 2021. * Partial genome; #Number of coding 
sequences in the annotated sequence record; $Genomes submitted without annotation. 

Cluster Sub-cluster Accession Phage Name Propagating Host Country of 
Isolation 

Genome 
size (bp) 

%G+C Number 
of CDS# 

Reference 

A 

A1 HQ698922 ZZ1 A. baumannii AB09V China 166,682 34.41 256 [1,2] 

A1 MK240351 Henu6 A. baumannii ATCC19606 China 166,890 34.33 234 - 

A2 MH165274 AM101 A. baumannii LUH 3712 Russia 166,487 36.71 250 - 

A2 MH460829 vB_ApiM_fHyAci03 A. pittii Finland 165,975 36.76 247 [3] 

A2 MH713599 KARL-1 A. baumannii Germany 166,560 36.79 253 [4] 

A2 MN648195 Konradin A. baumannii MAR-610 Russia 166,210 36.75 249 - 

A2 MN662249 Stupor A. baumannii RES-2281 Russia 164309 36.83 245 - 

A2 MN709128 Berthold A. baumannii LUH3713 Russia 165,927 36.71 250 - 

A2 MN723850 Apostate A. baumannii KZ1100 Russia 164,746 36.75 244 - 

A2 MN732883 Kimel A. baumannii RES-3023 Russia 167,922 36.73 252 - 

A2 MN782535 Lazarus A. baumannii MAR15-4162 Russia 165,151 36.76 247 - 

A2 MT385367 Abraxis A. baumannii MAR16-1722 Russia 166559 36.78 249 - 

A2 MT409116 Octan A. baumannii RES-241 Russia 166760 36.72 247 - 

A2 MT741943 Meroveus A. baumannii RES-241 Russia 167,683 36.72 248 - 

A3 MK278860 AbTZA1 A. baumannii Israel 168,223 36.35 253 - 

A3 MN864865 vB_AbaM_PhT2 A. baumannii Thailand 166,330 36.37 255 - 

A3 MT949699 Maestro A. baumannii TP1 USA 169,176 36.33 264 - 

A3 MW388001 Minot A. baumannii USA 167,029 36.33 248 - 

A3 MW388002 Mokit A. baumannii USA 167,638 36.32 250 - 

A3 MW388003 Melin A. baumannii USA 167,969 36.33 252 - 

A3 MW388004 Morttis A. baumannii USA 169,150 36.33 259 - 

A4 GU911519 Acj61 A. johnsonii USA 164,093 39.01 241 [5] 

A5 HM004124 Acj9 A. johnsonii USA 169,947 40.03 253 [5] 

A6 HM032710 Ac42 Acinetobacter sp. (HER 1422) Canada 167,716 36.37 255 [5] 

A7 HM114315 133 A. johnsonii (HER 1423) Canada 159,801 39.67 257 [6,7] 



B 

B1 JX560521 phiAC-1 A. soli KZ-1 South Korea 43,216 38.48 82 [8] 

B2 JX976549 IME-AB2 A. baumannii MDR-AB2 China 43,665 37.5 82 [9,10] 

B2 KJ817802 YMC-13-01-C62 (Bϕ-C62) A. baumannii YMC/13/01/C62 South Korea 44,844 37.6 84 [11] 

B2 KP861229 YMC11/12/R2315 (Bϕ-R2315) Acinetobacter sp. South Korea 44,846 37.59 85 [12] 

B2 KP861231 YMC11/12/R1215 (Bϕ-R1215) Acinetobacter sp. South Korea 44,866 37.59 85 [12] 

B2 KU510289 LZ35 A. baumannii China 44,885 38.36 83 [13] 

B2 MH853786 vB_AbaM_IME285 - China 45,063 37.87 85 [14] 

B2 MN516421 Bphi-R2919 A. baumannii YMC18/02/R2919 Korea 44,227 37.77 80 - 

B2 MN516422 Bphi-R1888 A. baumannii YMC17/03/R1888 Korea 44,590 37.87 78 - 

B3 KY670595 WCHABP12 A. baumannii China 45,415 37.58 88 [15] 

B3 KY829116 WCHABP1 A. baumannii China 45,888 37.63 89 [15] 

B3 MF346584 AbP2 A. baumannii AB2 China 45,373 37.84 88 - 

B3 MH853788 vB_AbaM_IME512 - China 46,499 37.56 91 - 

B3 MN166083 Abp9 A. baumannii China 44,820 37.69 81 [16,17] 

B4 HE806280 AP22 A. baumannii 1053 Russia 46,387 37.74 89 [18-20] 

B5 HM368260 AB1 A. baumannii KD311 China 45,159 37.69 88 [21,22] 

B6 MH853787 vB_AbaM_IME284 - China 43,557 38.3 84 - 

C 

C1 KJ473422 Acibel004 A. baumannii 070517/0072 Belgium 99,730 37.27 156 [23,24] 

C2 KJ628499 vB_AbaM_phiAbaA1 A. baumannii Acb8/09 Poland 104,906 37.77 165 - 

C3 MH746814 vB_AbaM_B09_Aci05 A. baumannii Paris B09 Cote d'Ivoire 102,789 37.21 160 [25] 

C3 MH800198 vB_AbaM_B09_Aci01-1 A. baumannii Cote d'Ivoire 103,628 37.19 163 [25] 

C3 MH800199 vB_AbaM_B09_Aci02-2 A. baumannii Cote d'Ivoire 104,354 37.18 171 [25] 

C3 MK170160 TAC1 A. baumannii Pakistan 101,770 37.49 163 [26] 

C3 MT623546 Ab_121 A. baumannii China 102,499 37.2 159 [27] 

C3 MT188223 vB_AbaM_D22                               Acinetobacter sp. China 103,539 37.5 165 - 

D 
D1 KM672662 YMC13/03/R2096 A. baumannii YMC13/03/R2096 South Korea 98,170 37.04 162 [28] 

D1 KY000079 AM24 A. baumannii Russia 97,139 37.25 146 [29,30] 

E 
E1 MT783706 Aristophanes A. baumannii KZ-1098 Russia 43,505 42.53 46 [31] 

E2 HQ186308 phiAB1 A. baumannii M68316 Taiwan 41,526 39.09 46 [32] 



E2 JX658790 Abp1 A. baumanni AB1 China 42,185 39.15 57 [33-35] 

E2 KC311669 AB3* A. baumannii China 31,185 39.18 27 [36,37] 

E2 KR149290 Fri1 A. baumannii 28 Switzerland 41,805 39.29 54 [38] 

E2 KT339321 phiAB6 A. baumannii 54149 Taiwan 40,570 39.47 45 [39-41] 

E2 KT388102 vB_AbaP_PD-6A3 A. baumannii China 41,563 39.92 48 [42] 

E2 KT388103 vB_AbaP_PD-AB9 A. baumannii China 40,938 39.34 48 - 

E2 KT804908 IME200 A. baumannii China 41,243 39.73 52 [43] 

E2 KY082667 SH-Ab15519 A. baumannii China 40,493 39.46 51 [44] 

E2 KY268295 vB_AbaP_AS12 A. baumannii 1432 Russia 41,402 39.31 49 [38,45] 

E2 KY268296 vB_AbaP_AS11 A. baumannii 28 Russia 41,642 39.29 51 [45] 

E2 KY888680 WCHABP5 A. baumannii WCHAB1334 China 40,409 39.38 47 - 

E2 MF033347 vB_AbaP_B1 A. baumannii Portugal 40,879 39.14 51 [46] 

E2 MF033348 vB_AbaP_B3 A. baumannii Portugal 40,598 39.25 49 [46] 

E2 MF033349 vB_AbaP_B5 A. baumannii Portugal 41,608 39.31 53 [46] 

E2 MF033350 vB_ApiP_P1 A.  pittii NIPH 76 Portugal 41,208 39.2 49 [46] 

E2 MF033351 vB_ApiP_P2 A.  pittii NIPH 76 Portugal 41,514 39.33 54 [46] 

E2 MG459218 SWH-Ab-1 A. baumannii China 41,567 39.42 50  

E2 MH042230 vB_AbaP_D2 A. baumannii China 39,964 39.23 47 [47,48] 

E2 MH763831 vB_AbaM_B09_Aci08 A. baumannii Paris B09 Cote d'Ivoire 42,067 39.28 53 [25] 

E2 MH800200 vB_AbaP_46-62_Aci07 A. baumannii Cote d'Ivoire 42,330 39.14 52 [25] 

E2 MK089780 vB_AbaP_APK14 A. baumannii AB5256 Russia 41,767 39.44 55 - 

E2 MK257719 vB_AbaP_APK2 A. baumannii ACICU Russia 41,476 39.24 50 [49] 

E2 MK257720 vB_AbaP_APK2-2 A. baumannii ACICU Russia 41,426 39.38 50 - 

E2 MK257721 vB_AbaP_APK93 A. baumannii B11911 Russia 41,668 39.38 50 [49] 

E2 MK257722 vB_AbaP_APK32 A. baumannii LUH5549 Russia 41,142 39.31 52 [49] 

E2 MK257723 vB_AbaP_APK37 A. baumannii NIPH146 Russia 41,981 39.16 51 [49] 

E2 MK278859 AbKT21phiIII A. baumannii Israel 40,898 39.36 43 - 

E2 MN061582 vB_AbaP_IME546 A. baumannii China 40,770 39.14 51 - 

E2 MN212906 vB_AbaP_D2M A. baumannii China 39,963 39.24 43 - 



E2 MN433707 vB_AbaP_PMK34 A. baumannii MK34 Egypt 41847 39.34 50 [50] 

E2 MN604238 vB_AbaP_APK44 A. baumannii NIPH70 Russia 41461 39.07 50 [49] 

E2 MN604239 vB_AbaP_APK87 A. baumannii LUH5547 Russia 42402 39.05 54 [49] 

E2 MN614471 vB_AbaP_APK48-3 A. baumannii APEX-294 Russia 46,499 39.23 54 - 

E2 MN651570 vB_AbaP_APK89 A. baumannii LUH5552 Russia 41198 39.4 52 [49] 

E2 MN807295 vB_AbaP_APK116 A. baumannii MAR303 Russia 41765 39.08 49 [49] 

E2 MT263719 vB_AbaP_AGC01 A. baumannii Poland 41231 39.48 54 [51] 

E2 MT633129 Ab124 A. baumannii b1928040 China 40,471 39.5 47 - 

E2 MT741944 vB_AbaP_APK81 A. baumannii 36-1512 Russia 42,233 39.32 55 - 

E2 MW056501 vB_AbaA_fBenAci001 A. baumannii Benin 40,535 39.24 50 - 

E2 MW056502 vB_AbaA_fBenAci002 A. baumannii Benin 41,953 39.22 53 - 

E2 MW056503 vB_AbaA_fBenAci003 A. baumannii Benin 40,556 39.23 47 - 

E2 MW345241 vB_AbaP_APK26 A. baumannii KZ-1098 Russia 41,097 39.26 54 - 

E2 MN294712 vB_AbaP_APK48 A. baumannii NIPH615 Russia 41,105 39.26 49 [49] 

E2 MN395291 vB_AbaP_IME546 A. baumannii China 40,540 39.12 50 - 

E2 MW366783 Pipo K. pneumoniae USA 41,956 39.16 58 - 

E2 MW366784 Paty K. pneumoniae USA 41264 39.42 55 - 

E3 KF669656 Petty A. baumannii AU0783 USA 40,739 42.19 45 [52,53] 

E4 KJ473423 Acibel007 A. baumannii 070517/0072 Belgium 42,654 41.7 53 [23,24] 
E5 HH777814 F1245/05 Acinetobacter sp. Portugal 43,016 40.46 $ [54] 

F 

F1 MH115576 AM106 A. baumannii NIPH 329 Russia 52031 40.17 70 - 
F2 MT361972 Ab11510-phi A. baumannii Ab11510 Mexico 50,916 38.87 76 [55] 
F3 JX403940 Bphi-B1251 A. baumannii YMC/09/02/B1251 South Korea 45,364 39.05 62 [56] 
F3 KP861230 YMC11/11/R3177 Acinetobacter sp. South Korea 47,575 39.83 80 [57] 
F4 Unreleased RPH5R A. baumannii AYE UK 52,112 38.37 71 - 
F5 KT588073 Ab105-3phi A. baumannii Ab105 Spain 63,785 39.42 77 - 
F6 KT588075 Ab105-2phi A. baumannii Ab105 Spain 52,456 39.43 93 [58] 

G 
G1 KF811200 IME-AB3 A. baumannii China 43,050 45.48 57 - 
G1 LN890663 vB_AbaS_Loki A. baumannii ATCC 17978 UK 41,308 44.35 51 [59] 



G1 MK411820 vB_AbaS_D0 Acinetobacter sp. China 43,051 45.48 55 [47] 
G1 MW151244 Ab_SZ3 A. baumannii China 43,070 45.62 56 - 

H 
H1 KF669658 Presley A. baumannii M2 USA 77,792 37.77 95 [60] 
H2 MN508356 vB_ApiP_XC38 A. pittii ABC38 China 79,328 39.58 97 [61] 

I 
I1 KT588074 Ab105-1phi A. baumannii Ab105 Spain 41,496 39.49 63 - 
I1 MK340941 AbTJ A. baumannii MDR-TJ China 42,670 39.32 62 [62] 

J 
J1 MG674163 SH-Ab 15497 A. baumannii China 43,420 47.87 58 [63] 
J1 MT992243 DMU1 A. baumannii 19606 USA 43,482 47.83 59 [64] 

K 

K1 MT344103 fEg-Aba01 A. baumannii DSM 106838 Finland 33779 40.1 52 [65] 
K1 MT344104 fLi-Aba02 A. baumannii DSM 106838 Finland 35093 40.16 54 [65] 
K1 MT344105 fLi-Aba03 A. baumannii DSM 106838 Finland 34931 40.09 51 [65] 

L 
L1 Unreleased RPH2R A. baumannii AYE UK 35,420 40.65 49 - 
L2 Unreleased TRS2 A. baumannii UKA9 UK 35,157 40.81 52 - 

M 
M1 MH133207 vB_AbaM_B9 A. baumannii Portugal 93,641 32.57 167 [66] 
M2 MN276049 BS46 A. baumannii AC54 UK 94,068 33.45 176 [38,67-69] 

Singleton - KU935715 vB_AbaM_ME3 A. baumannii DSM 30007 Ireland 234,900 30.76 326 [70] 

Singleton - Unreleased BFG A. baumannii UKA17 UK 378,110 32 675 - 
Singleton - Unreleased TRS5 A. baylyi ADP1 UK 371,547 29.66 673 - 
Singleton - MT349887 5W A. baumannii China 43032 39.84 61 - 
Singleton - MH533020 ABPH49 A. baumannii AB49 China 149,960 50.8 243 - 
Singleton - KX268652 vB_AbaS_TRS1 A. baumannii A118 UK/Argentina 40,749 40.26 70 [71] 
Singleton - MH517022 SH-Ab 15599 A. baumannii 15599 China 143,204 38.46 177 - 
Singleton - Unreleased vB_AbaS_Arae A. baumannii UKA9 UK 49,715 37.71 69 - 
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