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Supplementary File S3 : Alignment and IGV of 86 samples processed by HAVoC. A. The ORF1lab 11288 region of HAVoC Test [; B. The 22812 region of HAVoC Test
I; C. The ORF1lab 11288 region of HAVoC Test II. In red the investigated regions, for each example, 5 random bam files were selected.



