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Supplementary File S2 : IGV and alignment of artificial samples. A. Deletion present on ORF1a, genomic position
11288. B. Inserion of the intergenic region, genomic position 28262. The indels present on consensus genomes follow the
proport-ion of iISNVs observed, where the indels are present in a major proportion, and the absence of indels are present in
minor proportion.



