
Suppl Fig 1. Mutation and case prevalence of emergent genotypes in
Ohio as depicted on outbreak.info. The graph depicts the 7 day rolling
average of percent positive sequences for each variant. The colored
shading shows the 95% confidence interval.



Suppl. Fig. 2. Emergence of N protein mutation T205I in the US. The graph
generated using outbreak.info shows the prevalence of this mutation peaked over the
time period that wastewater was sampled. The graph depicts the 7-day rolling average
of percent positive sequences. The pink shading shows the 95% confidence interval.



Suppl. Fig. 3. Emergence of N protein mutation P199L in the US.
The graph generated using outbreak.info shows the prevalence of this
mutation peaked over the time period that wastewater was sampled.
The graph depicts the 7-day rolling average of percent positive
sequences. The pink shading shows the 95% confidence interval.



Suppl. Fig. 4. Prevalence of mutation orf1a V365I in sequences from the (A) US and from (B) Ohio. Comparison of the
prevalence of the mutation in US versus Ohio sequences show the V365I mutation is detected at higher percentage of
samples in Ohio during the timeframe that the wastewater samples were collected (note the y axis scale differs between
graphs). The gaps in 2020 data from Ohio likely reflect that low numbers of samples were sequenced at some of these dates
decreasing sensitivity of detection. The graphs were generated using outbreak.info. The graph depicts the 7 day rolling
average of percent positive sequences. The pink shading shows the 95% confidence interval.


