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Figure S1. Root-to-tip regression of genetic distances and sampling dates for 76 complete
and near-complete Clade I of DENV-1 Genotype V sequences sampled in Brazil, South
America and North America. Correlation coefficient (r) and r squared are depicted above
the graph.



r=0.93 g o
O
(@]

0.024

Root-to-tip Distance

0.01 4

¢]

2004 2005 2006 2007 2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022 2023
Sampling dates
Figure S2. Root-to-tip regression of genetic distances and sampling dates for 63 complete
and near-complete Clade II of DENV-1 Genotype V sequences sampled in Brazil and
South America. Correlation coefficient (r) and r squared are depicted above the graph.
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Figure S3. Root-to-tip regression of genetic distances and sampling dates for 170
complete and near-complete Clade III of DENV-1 Genotype V sequences sampled in
Brazil, South America and North America. Correlation coefficient (r) and r squared are
depicted above the graph.
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Figure S4. Root-to-tip regression of genetic distances and sampling dates for 63 complete
and near-complete of DENV-2 sequences sampled in Brazil. Correlation coefficient (r)
and r squared are depicted above the graph.



