Alignment of the P2P3 coding region originating from A24WT
and A24 P2P3Deopt
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24-wr TTGGCCACTG GAGTGAAAGC CATCAGGACC GGTCTTGACG AGGCCAAGCC CTGGTACAAG CTTATCAAGC TCCTGAGCCG CCTGTCGTGC ATGGCCGCTG TGGCAGCACG GTCAAAGGAC CCAGTCCTTG TGGCCATCAT GCTGGCTGAC ACCGGTCTCG AGATTCTGGA CAGCACCTTC 360
424-P2P3 Deopt C.C..T..C. .C c AT T AT AT (AT G..TAGC. . T 360
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24-wT GTCGTGAAGA AGATCTCCGA CTCGCTCTCC AGTCICTTCC ACGTGCCGGC CCCCGTCTTC AGTTTCGGAG CCCCGATTCT GITAGCCGGG TTGGTCAAGG TCGCCTCGAG TTTCTITCCGG TCCACGCCCG AAGACCTTGA GAGAGCAGAG AAACA(CTCA AAGCACGTGA CATCAACGAC 5i0
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ACCCATTTCA CTGGCAGGAC CGATTCAGIT TGGTACTGCC CGCCTGACCC TGACCACTTC GACGGTTACA ACCAACAGAC TGICGITGIG ATGGACGATT TGGGCCAGAA CCCCGACGGC AAAGACTTCA AGTACTTCGC CCAAATGGIT TCAACAACGG GGITCATCCC GCCCATGGCA 1050
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i i i i
TCGCTTGAGG ATAAAGGCAA ACCCTTCAAC AGTAAGGTCA TCATAGCAAC CACCAACCTG TACTCGGGCT TCACCCCGAG GACTATGGTG TGCCCTGATG CCCTGAACCG GAGGTTTCAC TTTGACATCG ACGTGAGCGC CAAGGACGGG TACAAAATTA ACAACAAATT GGACATCATC 1260
724-P283 Deopt AGT..C.. A G..T G.. T TC T. . T..C..T T...T.A ..TAGC..T. .T A .. T..C..C. .A..T c..T T T..GC. C..T T 1260
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124 w1 ARAGCACTTG AAGATACTCA CACCAACCCA GTGGCAATGT TTCAGTACGA CTGTGCCCTT CTCAACGGCA TGGCTGTTGA AATGAAGAGA ATGCAAGAAG ATATGTTCAA GCCTCAACCA CCCCTTCAGA ACGTGTACCA ACTGGTTCAA GAGGTGATTG AGCGGGTGGA GCTCCACGAS i1
824-P2P3_Deopt c G T..T c..c.T A T..C..AT.A .. T T c AC. T T.. A..G G . .GT.A. A AT [ A C. .A..C..C.. AT.A A 1440
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a24-w7 AAGGTGTCGA GCCACCCGAT TTTCAAACAP ATCTCAATTC CTTCCCAAAA ATCCGTGITG TACTTCCTCA TTGAGAAAGG ACAGCACGAG GCAGCAATTG AATTCTTTGA GGGCATGGTG CACGACTCCA TCAAGGAGGA GCTCCGG CTCATCCAAC AAACCTCATT TGTGAAACGC
24-283 Deopt . . A. . TAGT T..T.. C..T..G..A .. TAGT..C AG AG. . A A .. T..TT.A. .C..A T.o.A A .. C T..C. AT A TAG T A AT.G AL A TAGC.. C..T..G
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a24-w1 GCTTTTAAGC GCCTGAAGGA AAACTTTGAG ATTGITGCCC TATGTCTGAC CCTCCTGGCC AACATAGTGA TCATGATCCG CGAAACTCGC AGATGGTGGA CGATGCAGTG AGTGAGTACA TT AARACATCACC ACCG AGACTCTTGA T 1800

peop: T..C..A ..C..C..GT T.. GT.A..C..T ..T..C..T T .. c..A c.Ac.c.. T G.c.. C..A.C 800
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GAACCCTC TGG CCAG CGGTGCCAGC ACCGTCGGCT T ACCTCTCCC, CC, G _CGCGTAATGA CGAGAACTCC G, AGCCTGCTGA AGAG! CCA CAAGCTGAAIG_GACCCTACGC TA GAACGACAGA AACCTCTGAA AGTGAGAGCC =0
A A c.c GT.A. . C 1940
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24-am ACAGAA ACCACTGAAA GTGAAAGCAA AAGCCCCGGT 2160
A24-72P3_Deopt 2001
e
n24-wT GACTTGCAAA AGTTGGTCAT GGGCAACACC AAGCCCGTTG AGCTCATCCT TGACGGGAAG ACGGTAGCCA TTTGCTGTGC TACTGGAGTT TTCGGCACTG CTTACCTCGT GCCTCGTCAT TTTTCGCAG AAAAGTACGA CAAGATCATG TT GAGCCATGAC AGATAGTGAC 2340
2211
i i i i i i i
a24-wr TACAGAGTGT TTGAGTTTGA GATTAAAGTA AAAGGACAGG ACATGCTCTC AGACGCTGCG CTCATGGTGC TCCACCGTGG GAATCGCGTG AGAGACATCA CACTT TCGTGACACA GCAAGAATGA CCGTCGTT GGTGTGATCA coc TGTCGGGAGA 2520
$283_pecpt 2451
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a24-w? CTGATTTTCT CTGGTGAAGC CCTTACCTAC AAGGACATTG TAGTGTGCAT GGATGGAGAC ACCATGCCTG GGCTCTTTGC CTACAAAGCC GC AGG CTGGTTATTG C C GTCCTCGCTA AGG. GGC_TGACACGTTC ATCGTTGGCA CCCACTCCGC TGGAGGCA,
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224-wT GGCGTTGGAT ACTGCTCITG CGITTCCAGG TCCATGCTTC TCAAGATGAA GGCACACGTT GACCCCGAAC CACACCACGA GIGGGTTGATT GITGACACCA GAGATGTGGA AGAGCGCGIT CACGIGATGC GCAAAACCAA GCTTGCACCC ACCGITGCGC ACGGIGTGIT CAACCCIGAG 2850
c. T.. TAGC, AG. C.T AGT T..A..C..C..T A T c.. AT C..A.. T.GG..C..A 2811
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124w TTCGGGECTG CEGOCTTGTC CARGAAGGAG COGCGOCTGA ACGACGGTGT TETCCTCOAC GARGTCATCT TCTCCARACA CAAGGGAGAC ACARAGATGT CTGAGGAAGA CARAGCGCTG TTCCGCCGGT GTGOTGOTGA CTAGGCGTCA CGOCTGOACA GOGTGTTGGG TACGGCARAT 00
AC. TAG T AT .. TA.G.T TAGT. . G T G TA.G. .C..C.C . T TAGT A.GT.A. . T AC. C c c 2901
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24~ GCCCCACTGA GCATCTACGA GGCAATTAAA GGCGTTGATG GACTCGACGC AATGGAACCA GACACCGCAC CCGGCCTCCC CTGGGCACTC CAGGGGAAGC GCCGTGGCGC GCTCATCGAC TTCGAGAACG GCACTGTTGG ACCCGAAGIT GAGGCTGCCT TGAAGCTCAT GGAGAAAAGA 3240
T..6..T. .T A.. G 3 A . C T c..T T TT.A.. G GT.A .. A..T TA. G. AT. A T A T..c..c C..A..C..AC .T T A...C.C 3T
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GAATACAAGT TTGCTTGCCA AACCTTCCIG AAGGACGAGA TTCGCCCGAT GGAGAAAGTA CGIGCCGGTA AGACTCGCAT TGTCGACGTC CTACCTGITG AACACATCCT CTACACCAGG ATGATGATTG GCAGATTTTG TGCACAAATA CACTCAAACA ACGGACCCCA AATTGGCICG 120
A24-P2P3 T c..A T G..T..T A A G . T A TAG A. G AT c..c T AT c G. c..G G .. TAGT..T T.. G C..TAGC 3351

i |
141 ATCTCTTACE GAGACGATAT CGTGGTGGCA AGTGATTACS ATTTGGACTT TGAGGCTCTC AAGCCCCACT TCARATCCCT TGGTCAAACC ATCACTCCAG CTGACAAAAG CGACAAAGGT TTTGTTCTTG GTCACTCCAT TACTGATGTC ACTTTCCTCA AAAGACACTT GCAGATGGAT :oi
A24-P2P3_Deopt 3891

A24-WT 4140

071

124-P2P3_Deopt.

R24-wr

A24-P2P3_Deopt

Figure S2. Alignment of the P2P3 coding regions derived from A24WT and A24 P2P3Deopt. ORF of the indicated proteins are represented by alternating blue
and yellow arrows.



