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Supplemetary Table S1. Full genome sequences of HoBiPeV strains and other reference pestiviruses used in the dataset
for genetic and evolutionary analyses in this study.

HoBiPeV
S.No Strain name (ie;].sla\;:)k Country Year
1 Ind/TN-1214/19 00411019 India 2019
2 IndABI15385/12 00411020 India 2012
3 IndBHA5309/12 00Q411021 India 2012
4 D32/00_HoBi AB871953 Brazil 2000
5 JS12/01 JX469119 China 2012
6 CH-KaHo/cont JX985409 Switzerland 2005
7 Th04_KhonKaen FJ040215 Thailand 2004
8 LVRI/cont-1 KC297709 South America 2012
9 Italy-1/10-1 HQ231763 Italy 2010
10 PB22487 KY762287 Brazil 2012
11 SV47807 KY767958 Brazil 2007
12 SV757/15 KY683847 Brazil 2015
13 Italy-6813ncp KJ627179 Italy 2013
14 Italy-8310-ncp JQ612704 Italy 2010
15 HN1507 KU563155 China 2015
16 LV127-29/16MA MH410815 Brazil 2013
17 LV03/12 MH410816 Brazil 2011
18 LV168-29/16RN MH410813 Brazil 2013
19 LV168-36/16RN MH410812 Brazil 2013
20 LV125-8/16MA MH410814 Brazil 2013
21 Italy-68/13cp KJ627180 Italy 2013
22 Italy-83/10-cp JQ612705 Italy 2010
23 Italy-129/07 KC788748 Italy 2007

Other reference Pestiviruses

NADL (M31182); Osloss (M96687); Bega (KF896608); 890(U18059); NYY 93(AF502399); Brescia (AF091661);
Alfort 178 (X87939); BDV X818 (NC003679); BDV Giffhorn (KF925348); Pronghorn(NC024018);
Bungowannah B869(NC023176); Giraffe H138 pestivirus(NC003678); Aydin-like(JX428945); NtPV/NYC-
D23 (KJ950914)
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Supplementary Table S2. Nucleotide and amino acid sequence identity (%) of Indian HoBiPeV strains of clades ¢, d and e sequenced in this study with HoBiPeV-a strains and
reference pestiviruses.
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Whole 1 work 812 823 821 819 820 817 821 8l1.6 813 819 81.8 820 816 840 817 817 81.8 81.1 818 81.6 820 688 688 69.0 691 686 634
genome 2 81.2 #+ 852 851 851 854 841 853 849 849 856 852 856 849 840 850 840 854 847 854 849 852 674 673 675 688 684 625
3 823 85.2 k872 872 870 869 871 868 866 870 869 872 869 89 870 869 869 864 869 869 872 688 691 688 689 689 632
1 N i 83 863 863 86.6 881 866 863 874 877 883 86.8 8 858 86.8 868 871 881 854 864 853 863 74 756 701 719 734 657
2 N 83 ¥ 87 88.6 869 904 857 86.1 87 909 922 87 878 859 864 864 867 906 902 916 871 864 708 719 698 689 729 69.7
5-UTR 3 N 86.3 87 ¥ 89.7 916 916 90 90.2 913 91.7 934 90.2 88 905 90.8 908 911 917 917 916 904 913 727 795 717 725 71.8 654
1 N ook 79.8 812 792 796 80.6 79.6 80 79.6 79 80 798 796 796 796 798 794 80 802 798 792 792 663 641 675 671 629 633
AA 845 857 857 869 857 875 869 839 863 863 8.3 863 881 875 875 875 875 869 857 863 863 649 649 702 661 625 56
2 N 79.8  *** 84.1 851 845 833 841 837 825 837 837 843 847 841 841 843 839 835 839 837 839 839 665 665 694 683 671 613
Nepro AA 845 ¥ 875 887 905 875 893 887 863 881 887 887 881 887 893 893 893 893 881 875 899 899 673 679 69.6 685 66.1 571
3 N 81.2 841 *** 869 869 865 861 855 853 855 859 83 865 861 861 863 859 863 855 849 867 867 653 667 669 679 663 651
AA 857 875 *** 91.7 935 911 923 911 887 911 917 911 911 917 923 923 923 929 91.7 905 929 929 66.7 67.3 69 679 649 57.7
1 N work 799 815 812 822 832 81.8 81.8 822 815 809 832 818 818 81.8 81.8 81.8 81.8 822 822 825 822 703 66.7 623 733 633 667
AA ¥ 921 931 91.1 93.1 95 941 94.1 95 931 93.1 95 941 931 931 941 931 941 941 931 931 931 713 743 727 70 704 56.7
2 N 79.9 ¥ 848 825 851 858 871 858 861 868 838 855 858 865 8.5 871 865 858 861 858 851 85 627 68 68 72 609 605
Capsid AA 921 ¥ 93.1 90.1 93.1 95 941 941 95 931 921 95 941 931 931 941 931 941 941 931 931 931 703 743 727 68 73,5 59.8
3 N 81.5 84.8 *** 845 86.1 868 868 868 875 865 861 875 868 861 861 868 861 8.8 865 871 875 87.1 68 66.3 67 70 745 64.3
AA 931 931 ** 92.1 96 98 97 97 98 96 95 98 97 96 96 97 96 97 97 96 96 9% 703 752 727 69 735 59.8
1 N e 84.7 85 843 844 834 84 84 841 83.6 85 83.6 848 837 837 841 837 828 833 846 844 844 715 715 712 702 725 62
AA 95.6 9 956 938 916 947 947 934 934 952 93 946 938 93.8 947 938 93 93 947 943 943 78 79.7 75.8 80.2 811 58.6
2 N 84.7  *** 893 869 863 858 858 86.8 86 85 86.6 849 866 855 855 859 855 847 853 863 865 865 698 737 712 722 724 615
Ems AA 956 *** 943 93.8 93 90.7 938 938 925 925 934 921 937 93 93 938 93 91.6 921 93 934 934 78 784 762 802 802 58.1
3 N 85 89.3 ¥ 90.3 884 881 887 893 89 883 893 88 894 884 884 888 884 869 877 883 884 884 703 725 708 733 709 617
AA 96 943 ** 934 921 899 93 93 916 916 934 912 928 921 921 93 921 912 912 93 925 925 775 793 73.6 79.7 819 58.6
1 N ook 802 809 832 822 826 838 831 815 836 836 822 827 832 836 838 832 822 827 836 807 84 703 703 677 68.7 694 581
E1 AA 89.2 903 938 933 923 928 933 913 928 928 923 91.8 913 923 928 913 928 918 933 903 928 764 723 774 744 759 456



N 802 ¥ 831 851 846 844 85 843 844 85 84.6 834 843 844 848 85 844 836 839 838 814 832 689 696 682 703 687 569
AA 892 903 923 908 908 913 918 908 913 913 908 903 897 908 913 897 913 903 908 877 903 759 738 754 774 744 482
N 809 83.1 *** 86 862 862 862 8 851 863 856 853 848 856 863 862 86 86 844 856 832 848 689 662 679 691 677 552
AA 903 903 ** 91.8 928 918 923 928 908 923 923 923 903 908 928 923 91.8 923 913 918 897 923 759 718 785 769 738 446
N o 80 789 784 769 786 775 771 779 777 777 777 777 777 78 777 78 772 77 786 777 777 626 616 587 612 603 481
AA 85 847 839 828 831 823 828 831 831 842 82 839 831 834 831 834 834 818 828 845 845 635 583 59 579 587 438
N 80 80.8 824 812 823 814 825 818 817 819 818 8.5 817 819 8l6 819 823 82 825 8l6 8l6 638 614 609 614 599 436
E2 AA 85 84.7 869 85 858 839 85 853 847 858 847 86.1 85 85 847 85 85.8 85 86.6 869 869 627 565 582 579 592 449
N 789 808 *** 84.1 842 843 84 845 846 843 836 843 846 842 844 842 844 845 84 845 85 848 624 608 589 519 614 429
AA 847 847 882 885 874 863 879 885 869 885 89 89 871 869 866 869 887 874 879 903 903 619 583 584 582 595 438
N o 752 762 771 795 786 805 80 776 805 776 80 795 80 80.5 805 805 786 79 805 795 795 543 51 552 543 467 40
AA 74.3 80 786 814 771 814 814 771 814 786 8l4 80 814 814 814 814 814 786 829 814 814 50 486 557 571 50 40
N 752 80 80.5 819 80 824 814 80 824 819 805 824 819 824 824 824 814 829 814 819 819 59 595 59 57.6 60 41
P7 AA 743 843 814 857 814 857 857 814 857 871 857 843 857 8.7 8.7 8.7 829 829 843 857 8.7 543 543 643 657 543 414
N 76.2 80  ** 876 886 857 831 881 8.2 881 881 871 857 876 881 881 881 862 886 876 886 886 543 51 61 557 557 386
AA 80 843 ¥ 857 886 843 886 886 843 886 871 886 871 886 886 886 886 857 871 871 886 88.6 50 486 614 586 529 357
N o 806 854 874 868 865 876 775 86.6 819 87 876 869 859 857 861 861 865 859 868 859 87 51 536 56.7 57 515 46.6
AA 77 818 819 821 818 782 819 812 807 82 829 826 82 727 822 728 825 82 818 8l.6 82 521 60.7 594 64 514 545
N 80.6  *** 84.8 834 832 834 839 744 826 795 832 839 834 823 821 828 826 839 826 839 828 837 514 545 594 567 529 444
NS2 AA 77 79.6 79.7 79 788 70 795 784 776 788 789 795 79 698 79 70 795 79 788 784 789 537 614 609 60 533 426
N 854 848 *** 909 89.6 901 914 799 886 854 896 914 898 885 885 892 89 905 896 901 887 898 512 532 576 576 511 453
AA 818 79.6 *** 867 853 861 771 854 836 841 853 8 862 852 754 856 756 862 853 851 848 851 518 55 599 606 513 444
N o 86 885 884 89 893 887 888 888 881 887 887 885 884 886 886 885 885 883 888 884 884 776 757 776 773 778 704
AA 98.5 98 972 981 981 978 978 978 96.6 98 98 982 977 977 978 975 981 974 98 981 981 912 899 90.6 922 921 78
N 86 863 856 865 87 863 867 867 858 866 864 865 861 862 862 862 864 858 866 865 865 769 761 764 772 767 699
NS3 AA 985 984 978 987 99 985 985 985 974 985 98.7 99 984 984 985 982 988 98 987 988 988 917 899 906 922 925 785
N 88,5 863 *** 89 89 891 888 89 89 884 888 887 89 886 887 887 887 885 885 892 889 888 77 756 766 766 773 693
AA 98 984 978 985 985 984 981 981 974 984 988 988 982 982 984 981 987 981 987 987 987 91.8 902 912 927 924 783
N o 83.3 83 844 826 818 825 818 814 812 821 821 824 826 824 823 824 832 833 83 832 834 699 712 721 715 72 66.8
AA 919 928 934 939 937 942 942 928 914 948 931 939 942 942 936 939 948 948 939 942 945 778 775 787 793 79 68
N 83.3 ¥ 856 863 86.1 852 864 854 842 853 86 851 852 863 86.1 859 86 86.5 86 853 859 861 688 722 717 715 733 654
NS4B AA 919 937 934 937 931 939 931 919 919 939 914 93 939 939 93 936 945 936 933 93.6 939 79 775 816 793 81 68.6
N 83 856 *** 881 869 865 873 871 86.6 863 867 855 87 874 872 87 871 871 872 873 869 871 701 721 708 705 729 591
AA 928 937 945 948 948 954 948 933 931 954 925 948 954 954 948 951 962 954 951 951 954 775 772 80.1 79 798 68
N o 791 788 783 783 783 783 789 783 772 785 783 784 782 782 782 783 787 779 771 784 783 613 626 634 628 61 56.2
NS5A AA 84.1 825 825 821 821 815 823 815 797 813 827 819 815 813 815 811 827 815 799 823 825 573 579 598 581 569 44.8



N 79.1 829 831 853 848 847 847 842 834 85 845 85 846 846 845 846 842 847 841 849 852 61 632 628 623 614 568
AA 841 885 889 883 877 871 879 867 841 877 873 881 871 869 867 867 879 877 863 881 883 565 573 59.6 573 551 453
N 788 829 84.8 86 848 848 848 845 838 854 84.6 85 849 848 847 847 85 851 847 852 856 614 626 638 625 608 57
AA 825 885 ** 889 885 879 871 875 863 843 879 879 877 871 869 865 867 879 875 861 879 881 571 577 602 581 543 459
N o 832 833 829 831 831 825 827 825 825 829 824 831 825 825 824 825 827 825 823 829 83 69.6 70 703 701 695 643
AA 90.3 91 898 903 91 907 889 904 907 904 904 909 907 91 91 91 904 904 90 907 908 744 742 762 745 75 64
N 832 ¥ 876 872 876 877 871 872 874 871 875 872 879 872 872 873 872 869 872 872 878 879 697 688 692 694 697 645
NS5B AA 903 928 928 934 936 936 921 939 936 928 935 93.6 937 94 939 94 933 939 926 939 942 743 735 758 744 751 641
N 833 87.6 *** 881 883 886 835 883 882 885 885 835 839 885 885 883 885 881 887 881 884 883 703 703 696 697 708 65
AA 91 92.8 ** 928 933 939 936 922 928 936 929 936 938 933 936 935 93.6 93 932 928 933 935 749 743 762 752 762 645




