
Table S6. Protein motifs found in fungal effectoromes 

Fungus Reported effectorome* RXLR CRN  LysM YFWxC [LI]xAR EAR ToxA Reference 
Venturia inaequalis 1369 37 6  74 285 56 214 10 [79] 

Pestalotiopsis fici 381 13 0  20 29 20 31 1 [80] 

Xylona heveae 84 3 0  5 14 0 12 0 [80] 
Colletotrichum 

orbiculare 
615 28 2  46 82 50 76 6 [80] 

Mycospharella 
graminicola 

331 17 1  32 43 17 53 4 [80] 

Puccinia graminis f. 
sp. tritici 

1154 64 12  84 217 52 148 7 [80] 

Ustilago maydis 212 5 0  13 18 9 48 1 [80] 

Fusarium 
verticillioides 

415 20 2  26 39 30 41 3 [80] 

Sclerotinia 
sclerotiorum 

329 9 1  16 25 16 52 0 [80] 

Leptosphaeria 
maculans 

1070 33 8  60 160 52 188 6 [81] 

Cochliobolus sativus 196 7 0  18 20 14 20 0 [82] 

Parastagonospora 
nodorum 

246 15 0  17 37 20 27 2 [83] 

Mycosphaerella 
graminicola 

94 6 1  10 20 9 7 2 [55] 

*the effectoromes were downloaded from the supplementary material of each report 


