Table S1. Numbers of OTUs and their classifications.

taxlevel  ranklD taxon daughterlevels |total OTUs
0 0 Root 1 31458
1 0.1 k__Bacteria 43 31458
20.1.1 k__ Bacteria_unclassified 1 1
20.1.2 p_ ACl1 2 5
2 0.1.3 p_ AD3 2 15
20.1.4 p_ Acidobacteria 13 958
20.1.5 p__Actinobacteria 5 2904
20.1.6 p__ Armatimonadetes 7 173
2 0.1.7 p_ BRC1 1 13
20.1.8 p_ Bacteroidetes 7 1333
20.1.9 p_ Chlamydiae 1 98
2 0.1.10 p__ Chlorobi 4 197
2 0.1.11 p__Chloroflexi 13 1194
20.1.12 p_ Cyanobacteria 5 148
2 0.1.13 p_ Elusimicrobia 2 66
20.1.14 p_ Fibrobacteres 3 66
2 0.1.15 p_ Firmicutes 2 2553
2 0.1.16 p_ GNO2 4 33
2 0.1.17 p_ GNO4 1 9
20.1.18 p__Gemmatimonadetes 2 90
2 0.1.19 p_ H-178 1 1
2 0.1.20 p_ KSB3 1 1
2 0.1.21 p__Kazan-3B-28 1 1
2 0.1.22 p_ Lentisphaerae 1 3
2 0.1.23 p__MVS-104 1 1
2 0.1.24 p__NC10 1 4
2 0.1.25 p_ NKB19 1 2
2 0.1.26 p_ Nitrospirae 1 197
2 0.1.27 p_ OD1 4 184
2 0.1.28 p_ OP11 2 45
2 0.1.29 p_ OP8 1 10
2 0.1.30 p_ Planctomycetes 8 469
2 0.1.31 p_ Proteobacteria 7 19622
2 0.1.32 p__Spirochaetes 5 278
2 0.1.33 p__TM6 2 35
2 0.1.34 p_ TM7 4 242
2 0.1.35 p_ TPD-58 1 4




2 0.1.36
2 0.1.37
2 0.1.38
2 0.1.39
2 0.1.40
20.1.41
20.1.42
2 0.1.43
30.1.1.1
30.1.21
30.1.2.2
30.1.3.1
30.1.3.2
30.1.4.1
30.1.4.2
30.1.4.3
30.1.44
30.1.45
30.1.4.6
30.1.4.7
30.1.4.8
30.1.4.9
30.1.4.10
30.1.4.11
30.1.4.12
30.1.4.13
30.1.5.1
30.1.5.2
30.1.5.3
30.1.54
30.1.5.5
30.1.6.1
30.1.6.2
30.1.6.3
30.1.6.4
30.1.6.5
30.1.6.6
30.1.6.7
30.1.7.1

p_ Tenericutes

p__ Verrucomicrobia
p_ WPS-2

p_ WS2

p_ WS3

p_ WS6

p_ ZB3

p_ [Thermi]

k__ Bacteria_unclassified

c_ HDBW-WB69

c_ SHA-114

c_ ABS-6

c_ JG37-AG-4
c__Acidobacteria-5
c__Acidobacteria-6
c__Acidobacteriia
c_ BPC102

c_ DA052

c_ Holophagae

c_ 0S-K

c_ PAUC3T7f

c__ Solibacteres

c_ Sva0725

c_TM1

c_ [Chloracidobacteria]
c_ iiil-8
c__Acidimicrobiia
c__ Actinobacteria
c_ MB-A2-108

c_ OPB41

c__ Thermoleophilia
c_ 0319-6E2

c¢__ Armatimonadia
c¢__Chthonomonadetes
c_ OPB50

c_ SHA-37

c_ SJA-176

¢ [Fimbriimonadia]
c_ PRR-11
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30.1.8.1
30.1.8.2
30.1.8.3
30.1.8.4
30.1.85
30.1.8.6
30.1.8.7
30.1.9.1
30.1.10.1
30.1.10.2
30.1.10.3
30.1.10.4
30.1.11.1
30.1.11.2
30.1.11.3
30.1.11.4
30.1.11.5
30.1.11.6
30.1.11.7
30.1.11.8
30.1.11.9
30.1.11.10
30.1.11.11
30.1.11.12
30.1.11.13
30.1.12.1
30.1.12.2
30.1.12.3
30.1.12.4
30.1.12.5
30.1.13.1
30.1.13.2
30.1.14.1
30.1.14.2
30.1.14.3
30.1.15.1
30.1.15.2
30.1.16.1
30.1.16.2

c__ Bacteroidia

c_ Cytophagia
c__Flavobacteriia

c__ Sphingobacteriia
c__VC2 1 Bac?22

c_ [Rhodothermi]

c_ [Saprospirae]

c_ Chlamydiia

c_ BSV26

c_ lgnavibacteria

c_ OPB56

c_ SJA-28
c__Anaerolineae

c_ C0119

c__ Chloroflexi

c_ Dehalococcoidetes
c_ Ellin6529

c_ Gitt-GS-136

c_ Ktedonobacteria
c_ P2-11E

c_ S08b

c_ SHA-26

c_ TK10

c_ TK17
c__Thermomicrobia
c_ 4C0d-2

c_ ML635J-21

c¢_ Nostocophycideae
c_ Oscillatoriophycideae
c__ Synechococcophycideae
c_ Elusimicrobia
c__Endomicrobia
c__Fibrobacteria

c_ SBZC_2415
c_TG3

c__Bacilli

c__ Clostridia

c_ 3BR-5F

c_ BB34
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30.1.16.3
30.1.16.4
30.1.17.1
30.1.18.1
30.1.18.2
30.1.19.1
30.1.20.1
30.1.21.1
30.1.22.1
30.1.23.1
30.1.24.1
30.1.25.1
30.1.26.1
30.1.27.1
30.1.27.2
30.1.27.3
30.1.27.4
30.1.28.1
30.1.28.2
30.1.29.1
30.1.30.1
30.1.30.2
30.1.30.3
30.1.30.4
30.1.30.5
3 0.1.30.6
3 0.1.30.7
30.1.30.8
30.1.31.1
30.1.31.2
30.1.31.3
30.1.31.4
30.1.31.5
30.1.31.6
30.1.31.7
30.1.32.1
30.1.32.2
30.1.32.3
30.1.32.4

c_ BD1-5

c_ GKS2-174

c_ GN1b

c_ Gemm-1
c__Gemmatimonadetes
p_ H-178 unclassified
c__GNO6

p_ Kazan-3B-28_unclassified
c_ [Lentisphaeria]

p_ MVS-104_unclassified
c_12-24

c_ TSBWOS

c__Nitrospira

c_ ABY1

c_ Mb-NB09

c_ SM2F11

c_ /B2

c_ OP11-3

c_ WCHB1-64

c_OP8_1

c_ 028H05-P-BN-P5

c_ BD7-11

c_Cb

c__ OM190

c_ Phycisphaerae

c_ Pla3

c_ Planctomycetia

c_ vadinHA49
c__Alphaproteobacteria
c_ Betaproteobacteria
c_ Deltaproteobacteria
c_ Epsilonproteobacteria
c__Gammaproteobacteria
c_ TA18

p_ Proteobacteria_unclassified
c__GNO5

c_ MVP-15

c_ Spirochaetes

c__[Brevinematae]
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30.1.32.5
30.1.33.1
30.1.33.2
30.1.34.1
30.1.34.2
30.1.34.3
30.1.344
30.1.35.1
30.1.36.1
30.1.36.2
30.1.37.1
30.1.37.2
30.1.37.3
30.1.37.4
30.1.37.5
30.1.37.6
30.1.38.1
30.1.39.1
30.1.40.1
30.1.41.1
30.1.41.2
30.1.42.1
30.1.43.1
40.1.1.1.1
40.1.2.1.1
40.1.2.2.1
40.1.3.1.1
40.1.3.2.1
40.14.1.1
40.1.4.2.1
40.1.4.2.2
40.1.43.1
40.1.44.1
40.1.45.1
40.1.4.6.1
40.1.4.7.1
40.1.4.8.1
40.1.4.9.1
40.1.4.9.2

c_ [Leptospirael]

c_ SBRH58

c_ SJA-4

c_SC3

c_TM7-1

c_ TM7-3

p_ TMT7_unclassified

p_ TPD-58 unclassified
c_ CK-1C4-19

c_ Mollicutes

c_ Opitutae

c_ Verruco-5

c_ Verrucomicrobiae

c_ [Methylacidiphilae]

c_ [Pedosphaerae]

c_ [Spartobacterial

p_ WPS-2_unclassified

c_ SHA-109

c_ PRR-12

c_ B142

c_ SC72

c_ Rs-J96

c_ Deinococci

k__ Bacteria_unclassified
c__ HDBW-WB69 unclassified
c_ SHA-114 unclassified
c__ABS-6_unclassified

c_ JG37-AG-4 unclassified
c__Acidobacteria-5_unclassified
o_ CCU21

o_ iii1-15

o_ Acidobacteriales
o__MVS-40

o_ Ellin6513

o_ Holophagales

c__ 0OS-K unclassified

c_ PAUC37f_unclassified
c__ Solibacteres_unclassified
o_ JH-WHS99
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40.1.4.9.3

o__Solibacterales

4 0.1.4.10.1 o_ Sva0725
4 0.1.4.11.1 ¢ TM1 unclassified

4 0.1.4.12.1 c_ [Chloracidobacteria] unclassified

40.1.412.2 o_11-24
4 0.1.4.12.3 o__DS-100
40.1.4.12.4 o_ PK29
40.1.4.12.5 o__RB41
40.1.4.13.1 o_ 32-20
4 0.1.4.13.2 o__DS-18
4 0.1.4.13.3 o__SJA-36

40.1.5.1.1
40.1.5.2.1
40.1.5.2.2
40.1.5.3.1
40.1.54.1
40.1.55.1
40.1.55.2
40.1.55.3
40.1.6.1.1
40.1.6.2.1
40.1.6.2.2
40.1.6.3.1
40.1.6.3.2
40.1.6.4.1
40.1.6.5.1
4 0.1.6.6.1
40.1.6.6.2
4 0.1.6.6.3
40.1.6.6.4
40.1.6.7.1
40.1.7.1.1
40.1.8.1.1
40.1.8.2.1
4 0.1.8.3.1
40.1.8.4.1
40.1.85.1
4 0.1.8.6.1
4 0.1.8.7.1

o__Acidimicrobiales
c__Actinobacteria_unclassified
o__ Actinomycetales

o_ 0319-7L14

c_ OPB41 unclassified

c__Thermoleophilia_unclassified

o__ Gaiellales

o__ Solirubrobacterales
c_ 0319-6E2 unclassified
o__Armatimonadales

o_ FW68
o__Chthonomonadales
o_ SJA-22

c_ _OPB50_unclassified
c__ SHA-37 unclassified
c_ SJA-176_unclassified
o_ GAB-B06

o__RB046

o_TP122

o_ [Fimbriimonadales]
c_ PRR-11 unclassified
o__Bacteroidales

o_ Cytophagales
o__Flavobacteriales

0__ Sphingobacteriales
c_VC2 1 Bac22 unclassified
0o [Rhodothermales]

o_ [Saprospirales]
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4 0.1.9.1.1 o_ Chlamydiales

4 0.1.10.1.1 o__A89

4 0.1.10.1.2 o_ C20

4 0.1.10.1.3 o_ PK329

4 0.1.10.1.4 o_ VC38

4 0.1.10.2.1 o__lIgnavibacteriales

4 0.1.10.3.1 c_ OPB56_unclassified

4 0.1.10.4.1 c_ SJA-28 unclassified

4 0.1.11.1.1 c_ Anaerolineae_unclassified
4 0.1.11.1.2 o__A31

4 0.1.11.1.3 o__Anaerolineales

4 0.1.11.1.4 o_ CFB-26

4 0.1.11.1.5 o__ Caldilineales

4 0.1.11.1.6 o_ GCA004

4 0.1.11.1.7 o__H39

40.1.11.1.8 o_ OPB11

4 0.1.11.1.9 o_ S0208
40.1.11.1.1Co__SB-34

4 0.1.11.1.110__SBR1031

4 0.1.11.1.1zo__SHA-20

4 0.1.11.1.120__SJA-15

4 0.1.11.1.140__ WCHB1-50

4 0.1.11.1.150__envOPS12

4 0.1.11.1.1€0__pLW-97

4 0.1.11.2.1 ¢ C0119 unclassified

4 0.1.11.3.1 c_ Chloroflexi_unclassified
4 0.1.11.3.2 o_ Chloroflexales

4 0.1.11.3.3 o_ [Roseiflexales]

4 0.1.11.4.1 o_ Dehalococcoidales

4 0.1.11.5.1 c¢c_ Ellin6529 unclassified

4 0.1.11.6.1 c__ Gitt-GS-136_unclassified
4 0.1.11.7.1 c__Ktedonobacteria_unclassified
4 0.1.11.7.2 o_ B12-WMSP1

4 0.1.11.7.3 o__JG30-KF-AS9

4 0.1.11.7.4 o_ Ktedonobacterales

4 0.1.11.7.5 o_ Thermogemmatisporales
4 0.1.11.8.1 c_ P2-11E_unclassified

4 0.1.11.9.1 c_ S085_unclassified

4 0.1.11.10.1c__SHA-26_unclassified
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4 0.1.11.11.10__AKYG88b

4 0.1.11.11.z0_ BO7_WMSP1

4 0.1.11.12.1c__ TK17 unclassified

4 0.1.11.12.20__mlel-48

4 0.1.11.13.10__AKYG1722

4 0.1.11.13.Z0__Ellin6537

4 0.1.11.13.Z0__JG30-KF-CM45

4 0.1.12.1.1 c¢_ 4C0d-2_unclassified
40.1.12.1.2 o_ MLE1-12

40.1.12.1.3 o__SM1D11

40.1.12.1.4 o_YS2

4 0.1.12.2.1 ¢ ML635J-21 unclassified
4 0.1.12.3.1 o_ Nostocales

4 0.1.12.4.1 c_ Oscillatoriophycideae_unclassifie
4 0.1.12.4.2 o_ Chroococcales

4 0.1.12.4.3 o_ Oscillatoriales

4 0.1.125.1 o_ Pseudanabaenales

4 0.1.12.5.2 o_ Synechococcales

4 0.1.13.1.1 c_ Elusimicrobia_unclassified
4 0.1.13.1.2 o__ Elusimicrobiales

4 0.1.13.1.3 o_ FACS88

40.1.13.1.4 o__llIb

4 0.1.13.1.5 o__MD2894-B20

4 0.1.13.1.6 o__ MVP-88

4 0.1.13.2.1 ¢ Endomicrobia_unclassified
4 0.1.14.1.1 o_ 258ds10

4 0.1.14.1.2 o_ Fibrobacterales

4 0.1.14.2.1 ¢ SBZC 2415 unclassified
40.1.14.3.1 o_TG3-1

4 0.1.15.1.1 c¢_ Bacilli_unclassified

4 0.1.15.1.2 o_ Bacillales

4 0.1.15.1.3 o_ Haloplasmatales

4 0.1.15.1.4 o_ Lactobacillales

4 0.1.15.1.5 o_ Turicibacterales

4 0.1.15.2.1 c__ Clostridia_unclassified
4 0.1.15.2.2 o_ Clostridiales

4 0.1.15.2.3 o_ Halanaerobiales

4 0.1.15.2.4 o_ MBAO08

4 0.1.15.2.5 o_ Natranaerobiales
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4 0.1.15.2.6 o_ OPB54

4 0.1.15.2.7 o_ SHA-98

4 0.1.15.2.8 o__Thermoanaerobacterales
4 0.1.16.1.1 c_ 3BR-5F unclassified

4 0.1.16.2.1 c¢_ BB34 unclassified

4 0.1.16.3.1 ¢_ BD1-5 unclassified

4 0.1.16.4.1 ¢ GKS2-174 unclassified

4 0.1.17.1.1 ¢_ GN15 unclassified

4 0.1.18.1.1 ¢ Gemm-1_unclassified

4 0.1.18.2.1 ¢ Gemmatimonadetes_unclassified
4 0.1.18.2.2 o__Ellin5290

4 0.1.18.2.3 o__Gemmatimonadales

4 0.1.18.2.4 o_ KD8-87

4 0.1.18.2.5 o_ N1423WL

4 0.1.19.1.1 p_ H-178 unclassified

4 0.1.20.1.1 ¢ GNO6_unclassified

4 0.1.21.1.1 p_ Kazan-3B-28 unclassified
4 0.1.22.1.1 o_ Victivallales

4 0.1.23.1.1 p_ MVS-104_unclassified

4 0.1.24.1.1 ¢ 12-24 unclassified

4 0.1.24.1.2 o_ JH-WHS47

4 0.1.25.1.1 ¢ TSBWO08 unclassified

4 0.1.26.1.1 o_ Nitrospirales

4 0.1.27.1.1 ¢ ABY1 unclassified

4 0.1.27.2.1 ¢ Mb-NB09 unclassified

4 0.1.27.3.1 ¢ SM2F11 unclassified

4 0.1.27.4.1 ¢ ZB2 unclassified

4 0.1.28.1.1 ¢ OP11-3 unclassified

4 0.1.28.2.1 ¢ WCHB1-64 unclassified
4 0.1.28.2.2 o__K2-4-19

4 0.1.28.2.3 o__d153

4 0.1.29.1.1 ¢ OP8 1 unclassified

4 0.1.29.1.2 o_ SHA-124

4 0.1.30.1.1 c_ 028H05-P-BN-P5_unclassified
4 0.1.30.2.1 ¢ BD7-11 unclassified

4 0.1.30.3.1 o_d113

4 0.1.30.4.1 o__CL500-15

4 0.1.30.4.2 o__agg27

4 0.1.30.5.1 c¢c_ Phycisphaerae_unclassified
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4 0.1.30.5.2 o_ AKAU3564

4 0.1.30.5.3 o_ CPla-3

4 0.1.30.5.4 o_ MSBL9

4 0.1.30.5.5 o__ Phycisphaerales

4 0.1.30.5.6 o__Plal

4 0.1.30.5.7 o__WD2101

4 0.1.30.5.8 o__mlel-8

4 0.1.30.6.1 c__ Pla3 unclassified
4 0.1.30.7.1 c__ Planctomycetia_unclassified
4 0.1.30.7.2 o__B97

4 0.1.30.7.3 o__Gemmatales

4 0.1.30.7.4 o__ Pirellulales

4 0.1.30.7.5 o__ Planctomycetales
4 0.1.30.8.1 o_ DH61

4 0.1.30.8.2 o_ PeHg47

4 0.1.31.1.1 c_ Alphaproteobacteria_unclassified
4 0.1.31.1.2 o_ BD7-3

4 0.1.31.1.3 o_ Caulobacterales

4 0.1.31.1.4 o_ Ellin329

4 0.1.31.1.5 o__ Rhizobiales

4 0.1.31.1.6 o__Rhodobacterales
4 0.1.31.1.7 o_ Rhodospirillales

4 0.1.31.1.8 o__ Rickettsiales

4 0.1.31.1.9 o_ Sphingomonadales
4 0.1.31.2.1 c¢_ Betaproteobacteria_unclassified
4 0.1.31.2.2 o__A21b

4 0.1.31.2.3 o__ Burkholderiales

4 0.1.31.2.4 o_ Ellin6067

4 0.1.31.2.5 o__Gallionellales

4 0.1.31.2.6 o__ Hydrogenophilales
4 0.1.31.2.7 o__1S-44

4 0.1.31.2.8 o__ MND1

4 0.1.31.2.9 o_ Methylophilales

4 0.1.31.2.1Co__Neisseriales

4 0.1.31.2.110__Nitrosomonadales
4 0.1.31.2.1z0_ Procabacteriales
4 0.1.31.2.120__Rhodocyclales

4 0.1.31.2.140__SBlal4

4 0.1.31.2.150__SC-1-84
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4 0.1.31.3.1 c_ Deltaproteobacteria_unclassified
4 0.1.31.3.2 o__BPCO76

4 0.1.31.3.3 o__Bdellovibrionales

4 0.1.31.3.4 o_ Desulfarculales

4 0.1.31.3.5 o_ Desulfobacterales

4 0.1.31.3.6 o__ Desulfovibrionales

4 0.1.31.3.7 o__ Desulfuromonadales

4 0.1.31.3.8 o_ FAC87

4 0.1.31.3.9 o_ MBNT15

4 0.1.31.3.1Co__MIZ46

4 0.1.31.3.110__Myxococcales

4 0.1.31.3.1z0__NB1-j

4 0.1.31.3.120__NKB15

4 0.1.31.3.140__Spirobacillales

4 0.1.31.3.150__ Syntrophobacterales

4 0.1.31.3.1€0__[Entotheonellales]

4 0.1.31.4.1 c_ Epsilonproteobacteria_unclassifig
4 0.1.31.4.2 o_ Campylobacterales
4 0.1.31.5.1 ¢_ Gammaproteobacteria_unclassifi
4 0.1.31.5.2 o__ Acidithiobacillales

4 0.1.31.5.3 o__ Aeromonadales

4 0.1.31.5.4 o Alteromonadales

4 0.1.31.5.5 o_ Enterobacteriales

4 0.1.31.5.6 o_ Legionellales

4 0.1.31.5.7 o__ Methylococcales

4 0.1.31.5.8 o_ Oceanospirillales

4 0.1.31.5.9 o Pseudomonadales

4 0.1.31.5.1Co__Thiotrichales

4 0.1.31.5.110_ Xanthomonadales

4 0.1.31.6.1 o_ CV90

4 0.1.31.6.2 o_ PHOS-HD29

4 0.1.31.7.1 p_ Proteobacteria_unclassified
4 0.1.32.1.1 o_ LF030

4 0.1.32.1.2 o_ LG048

4 0.1.32.1.3 o__SBYZ_6080

4 0.1.32.2.1 o_ PL-11B10

4 0.1.32.3.1 c¢_ Spirochaetes_unclassified
4 0.1.32.3.2 o__M2PT2-76

4 0.1.32.3.3 o_ Spirochaetales
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4 0.1.32.4.1 o_ [Brevinematales]

4 0.1.32.5.1 o_ [Leptospirales]

4 0.1.33.1.1 c¢_ SBRH58 unclassified
4 0.1.33.2.1 c¢_ SJA-4 unclassified

4 0.1.33.2.2 o_S1198

4 0.1.34.1.1 c¢_ SC3 unclassified

4 0.1.34.2.1 ¢__TM7-1 unclassified
4 0.1.34.3.1 ¢ TM7-3 unclassified
4 0.1.34.3.2 o_ Blgil8

4 0.1.34.3.3 o_ EWO055

4 0.1.34.3.4 o__1025

4 0.1.34.4.1 p_ TM7_unclassified

4 0.1.35.1.1 p_ TPD-58_unclassified
4 0.1.36.1.1 ¢ CK-1C4-19 unclassified
4 0.1.36.2.1 c_ Mollicutes_unclassified
4 0.1.36.2.2 o__Anaeroplasmatales

4 0.1.36.2.3 o__Entomoplasmatales
4 0.1.36.2.4 o_ Mycoplasmatales

4 0.1.36.2.5 o_ RF39

4 0.1.37.1.1 c_ Opitutae_unclassified
4 0.1.37.1.2 o_ Opitutales

4 0.1.37.2.1 o__WCHB1-41

4 0.1.37.3.1 o_ Verrucomicrobiales

4 0.1.37.4.1 o__ Methylacidiphilales

4 0.1.37.4.2 o__S-BQ2-57

4 0.1.37.5.1 o_[Pedosphaerales]

4 0.1.37.6.1 o_ [Chthoniobacterales]
4 0.1.38.1.1 p_ WPS-2_unclassified
4 0.1.39.1.1 ¢ SHA-109 unclassified
4 0.1.40.1.1 o_ Sediment-1

4 0.1.41.1.1 c_ B142_unclassified

4 0.1.41.2.1 c¢__SC72 unclassified

4 0.1.41.2.2 o_ WCHB1-15

4 0.1.42.1.1 c__Rs-J96_unclassified
4 0.1.43.1.1 o_ Deinococcales
50.1.1.1.1.1 k__Bacteria_unclassified
50.1.2.1.1.1 ¢c. HDBW-WB69_unclassified
50.1.2.2.1.1 ¢ SHA-114 unclassified
50.1.3.1.1.1 ¢c__ABS-6_unclassified
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50.1.3.2.1.1 ¢ JG37-AG-4 _unclassified
50.1.4.1.1.1 ¢ Acidobacteria-5_unclassified
50.1.4.2.1.1 o CCU21 unclassified
50.1.4.2.2.1 f__RB40

50.1.4.2.2.2 f_mb2424

50.1.4.2.2.3 o__iiil-15 unclassified
50.1.4.3.1.1 f _Acidobacteriaceae
50.1.4.3.1.2 f _Koribacteraceae
50.1.4.3.1.3 o__Acidobacteriales_unclassified
50.1.4.41.1 o MVS-40 unclassified
50.1.4.5.1.1 o__Ellin6513 unclassified
50.1.4.6.1.1 f__Holophagaceae
50.1.4.7.1.1 ¢ OS-K_unclassified
50.1.4.8.1.1 ¢ PAUC37f unclassified
50.1.4.9.1.1 ¢ Solibacteres_unclassified
50.1.49.2.1 o JH-WHS99 unclassified
50.1.4.9.3.1 f__AKIW659

50.1.4.9.3.2 f__MVS-65

50.1.49.3.3f PK34

50.1.4.9.3.4 f _Solibacteraceae
50.1.4.9.3.5 f _[Bryobacteraceae]
50.1.4.9.3.6 o__Solibacterales_unclassified
50.1.4.10.1. o__Sva0725 unclassified
50.1.4.11.1. ¢ TM1 unclassified

50.1.4.12.1. c_ [Chloracidobacteria] unclassified
50.1.4.12.2. 0 11-24 unclassified
50.1.4.12.3. 0 DS-100 _unclassified
50.1.4.12.4. o PK29 unclassified
50.1.4.12.5. f__Ellin6075
50.1.4.125..0 RBA41 unclassified
50.1.4.13.1..0__32-20_unclassified
50.1.4.13.2..0__DS-18 unclassified
50.1.4.13.3..0__SJA-36_unclassified
50.1.5.1.1.1 f__AKIW874

50.15.1.1.2 f__C111

50.1.5.1.1.3 f_EB1017

50.15.1.1.4 f__JdFBGBact

5 0.1.5.1.1.5 f__Microthrixaceae

50.1.5.1.1.6 f__koll13
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50.1.5.1.1.7 o__Acidimicrobiales_unclassified
50.1.5.2.1.1 c__Actinobacteria_unclassified
50.1.5.2.2.1 f__ACK-M1

50.1.56.2.2.2 f__Actinosynnemataceae
50.1.56.2.2.3 f_ Beutenbergiaceae
50.1.5.2.2.4 f _Brevibacteriaceae
50.1.5.2.25 f Cellulomonadaceae
50.1.56.2.2.6 f_ Corynebacteriaceae
50.1.5.2.2.7 f _Dermabacteraceae
50.1.5.2.2.8 f _Frankiaceae

50.1.56.2.29 f__Geodermatophilaceae
50.1.56.2.2.11f__Intrasporangiaceae
50.1.5.2.2.1 f__Kineosporiaceae
50.1.5.2.2.1:f _Microbacteriaceae
50.1.5.2.2.1:f _Micrococcaceae
50.1.5.2.2.1.f_Micromonosporaceae
50.1.56.2.2.1'f _Mycobacteriaceae
50.1.5.2.2.11f Nakamurellaceae
50.1.5.2.2.1'f Nocardiaceae
50.1.5.2.2.1if Nocardioidaceae
50.1.5.2.2.1'f_Propionibacteriaceae
50.1.5.2.2.2(f Pseudonocardiaceae
50.1.5.2.2.2.f _Sporichthyaceae
50.1.5.2.2.2:f Streptomycetaceae
50.1.5.2.2.2:f Streptosporangiaceae
50.1.5.2.2.2.f _Thermomonosporaceae
50.1.5.2.2.2'f _Williamsiaceae
50.1.5.2.2.210__Actinomycetales_unclassified
50.1.5.3.1.1 o 0319-7L14 unclassified
50.1.5.4.1.1 ¢ OPB41 _unclassified
50.1.5.5.1.1 ¢_ Thermoleophilia_unclassified
50.1.5.5.2.1 f__ AK1AB1_02E

50.1.5.5.2.2 f _Gaiellaceae

5 0.1.5.5.2.3 o__Gaiellales_unclassified
50.1.5.5.3.1 f__Conexibacteraceae
50.1.5.5.3.2 f__Patulibacteraceae

5 0.1.5.5.3.3 f_Solirubrobacteraceae

5 0.1.5.5.3.4 o__Solirubrobacterales_unclassified

50.1.6.1.1.1 ¢__0319-6E2_unclassified
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50.1.6.2.1.1 f _Armatimonadaceae
50.1.6.2.2.1 o FW68 unclassified
50.1.6.3.1.1 f _Chthonomonadaceae
50.1.6.3.2.1 o__SJA-22 unclassified
50.1.6.4.1.1 ¢ OPB50 unclassified
50.1.6.5.1.1 ¢ SHA-37 _unclassified
50.1.6.6.1.1 ¢ SJA-176_unclassified
50.1.6.6.2.1 o GAB-B06_unclassified
50.1.6.6.3.1 o RB046_unclassified
50.1.6.6.4.1 o TP122 unclassified
50.1.6.7.1.1 f _[Fimbriimonadaceae]
50.1.7.1.1.1 ¢ PRR-11 unclassified
50.1.8.1.1.1 f__BA0O08

50.1.8.1.1.2 f _Bacteroidaceae
50.1.8.1.1.3 f_Marinilabiaceae
50.1.8.1.1.4 f__Porphyromonadaceae
50.1.8.1.1.5 f _Prevotellaceae
50.1.8.1.1.6 f_Rikenellaceae

50.1.8.1.1.7 f_SB-1

50.1.8.1.1.8 f__p-2534-18B5

50.1.8.1.1.9 o__Bacteroidales_unclassified
50.1.8.2.1.1 f__Cytophagaceae
50.1.8.2.1.2 f__[Amoebophilaceae]
50.1.8.2.1.3 o__Cytophagales_unclassified
50.1.8.3.1.1 f__Cryomorphaceae
50.1.8.3.1.2 f_Flavobacteriaceae
50.1.8.3.1.3 f [Weeksellaceae]
50.1.8.3.1.4 o Flavobacteriales_unclassified
50.1.8.4.1.1 f__Sphingobacteriaceae
50.1.8.4.1.2 o__Sphingobacteriales_unclassified
50.1.8.5.1.1 ¢ VC2_1 Bac22 unclassified
50.1.8.6.1.1 f__Rhodothermaceae
50.1.8.7.1.1 f__Chitinophagaceae
50.1.8.7.1.2 f_Saprospiraceae

5 0.1.8.7.1.3 o__[Saprospirales] unclassified
50.1.9.1.1.1 £ Criblamydiaceae
50.1.9.1.1.2 f__Parachlamydiaceae
50.1.9.1.1.3 f__Rhabdochlamydiaceae
50.1.9.1.1.4 f _Simkaniaceae
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50.1.9.1.1.5 o_ Chlamydiales_unclassified
50.1.10.1.1..0__A89 unclassified
50.1.10.1.2..0__C20 unclassified
50.1.10.1.3..0__PK329 unclassified
50.1.10.1.4..0__VC38 _unclassified
50.1.10.2.1. f__lIgnavibacteriaceae

5 0.1.10.2.1..f _[Melioribacteraceae]
50.1.10.2.1..0__lIgnavibacteriales_unclassified
50.1.10.3.1..c__OPBb56_unclassified
50.1.10.4.1..c__SJA-28 unclassified
50.1.11.1.1..c__Anaerolineae_unclassified
50.1.11.1.2. f__S47

50.1.11.1.2.;0__A31 unclassified
50.1.11.1.3..f _Anaerolinaceae
50.1.11.1.4.. 0 CFB-26_unclassified
50.1.11.1.5..f Caldilineaceae
50.1.11.1.6..0__GCAO004 unclassified
50.1.11.1.7..0__H39 unclassified
50.1.11.1.8..0__OPB11 unclassified
50.1.11.1.9..0__S0208 unclassified
50.1.11.1.1Co__SB-34 unclassified
50.1.11.1.11f__A4b
50.1.11.1.11f__SHA-31
50.1.11.1.11f__SJA-101
50.1.11.1.11f__oc28
50.1.11.1.110__ SBR1031 unclassified
50.1.11.1.1Z20__ SHA-20 _unclassified
50.1.11.1.120__SJA-15 unclassified
50.1.11.1.140 _ WCHB1-50 unclassified
50.1.11.1.150__envOPS12 unclassified
50.1.11.1.1€0__ pLW-97 unclassified
50.1.11.2.1..c__C0119 unclassified

5 0.1.11.3.1..c__Chloroflexi_unclassified
50.1.11.3.2..f _Oscillochloridaceae

5 0.1.11.3.2.:0__Chloroflexales_unclassified
50.1.11.3.3..f__[Kouleothrixaceae]
50.1.11.4.1.f _Dehalococcoidaceae
50.1.11.5.1..c__Ellin6529 _unclassified
50.1.11.6.1..c__Gitt-GS-136_unclassified
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50.1.11.7.1..c__Ktedonobacteria_unclassified
50.1.11.7.2. 0 B12-WMSP1_unclassified
50.1.11.7.3..0__JG30-KF-AS9 unclassified
50.1.11.7.4..f Ktedonobacteraceae
50.1.11.7.5. f__Thermogemmatisporaceae
50.1.11.8.1..c__ P2-11E_unclassified
50.1.11.9.1..c__S085 unclassified
50.1.11.10.1c__ SHA-26_unclassified
50.1.11.11.1f_5B-12
50.1.11.11.1f__Dolo_23
50.1.11.11.zf__FFCH4570
50.1.11.11.20__BO7_WMSP1_unclassified
50.1.11.12.1c__ TK17_unclassified
50.1.11.12.20__mlel-48 unclassified
50.1.11.13.10__ AKYG1722 unclassified
50.1.11.13.Z0__Ellin6537_unclassified
50.1.11.13.20_ JG30-KF-CM45_unclassified
50.1.12.1.1..c__ 4C0d-2_unclassified
50.1.12.1.2..0__MLE1-12 unclassified
50.1.12.1.3..0__SM1D11 unclassified
50.1.12.1.4..0__YS2 unclassified
50.1.12.2.1. ¢ ML635J-21 unclassified
50.1.12.3.1. f _Nostocaceae
50.1.12.3.1..0__Nostocales_unclassified

50.1.12.4.1. ¢c_ Oscillatoriophycideae_unclassifie
50.1.12.4.2..f _Cyanobacteriaceae
50.1.12.4.2..f _Gomphosphaeriaceae
50.1.12.4.2.:f _Microcystaceae
50.1.12.4.2..0__Chroococcales_unclassified
50.1.12.4.3. f _Phormidiaceae
50.1.12.5.1..f _Pseudanabaenaceae
50.1.12.5.2..f _Acaryochloridaceae
50.1.12.5.2..f Chamaesiphonaceae
50.1.12.5.2..f _Synechococcaceae
50.1.13.1.1..c__Elusimicrobia_unclassified

5 0.1.13.1.2..0__Elusimicrobiales_unclassified
50.1.13.1.3..0__FAC88 _unclassified
50.1.13.1.4..0__llb_unclassified
50.1.13.1.5..0__MD2894-B20_unclassified
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50.1.13.1.6..0__MVP-88 unclassified
50.1.13.2.1..c__Endomicrobia_unclassified
50.1.14.1.1.. 0__258ds10_unclassified
50.1.14.1.2..f Fibrobacteraceae
50.1.14.2.1..c_ SBZC 2415 unclassified
50.1.14.3.1. f_B122
50.1.14.3.1..f_TSCOR003-020
50.1.15.1.1..c__Bacilli_unclassified

5 0.1.15.1.2..f__Alicyclobacillaceae
50.1.15.1.2..f Bacillaceae
50.1.15.1.2..f Paenibacillaceae
50.1.15.1.2..f Pasteuriaceae
50.1.15.1.2.'f _Planococcaceae

5 0.1.15.1.2.i1f__Sporolactobacillaceae
50.1.15.1.2.'f__Staphylococcaceae
50.1.15.1.2.if __Thermoactinomycetaceae
5 0.1.15.1.2.'f _[Exiguobacteraceae]
50.1.15.1.2..0__Bacillales_unclassified
50.1.15.1.3.. f__Haloplasmataceae
50.1.15.1.4. f _Aerococcaceae
50.1.15.1.4..f Carnobacteriaceae
50.1.15.1.4..f Enterococcaceae
50.1.15.1.4..f _Leuconostocaceae
50.1.15.1.4.!/f _Streptococcaceae

5 0.1.15.1.4.10__Lactobacillales_unclassified
5 0.1.15.1.5..f _Turicibacteraceae

5 0.1.15.2.1. ¢_ Clostridia_unclassified
50.1.15.2.2..f _Caldicoprobacteraceae
50.1.15.2.2..f Christensenellaceae
50.1.15.2.2..f _Clostridiaceae

5 0.1.15.2.2..f _Dehalobacteriaceae
50.1.15.2.2.!f_EtOH8

5 0.1.15.2.2.1f _Eubacteriaceae
50.1.15.2.2. f _Gracilibacteraceae
50.1.15.2.2.if _Lachnospiraceae
50.1.15.2.2.'f _Peptococcaceae
50.1.15.2.2..f _Peptostreptococcaceae
50.1.15.2.2..f _Ruminococcaceae
50.1.15.2.2. f__Symbiobacteriaceae
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50.1.15.2.2. f__Syntrophomonadaceae
50.1.15.2.2..f _Veillonellaceae

5 0.1.15.2.2.'f _[Acidaminobacteraceae]
5 0.1.15.2.2. f__[Mogibacteriaceae]

5 0.1.15.2.2. f [Tissierellaceae]
50.1.15.2.2..0__Clostridiales_unclassified
50.1.15.2.3..f Halanaerobiaceae
50.1.15.2.4. 0 MBAOS8 _unclassified
50.1.15.2.5..f Anaerobrancaceae
50.1.15.2.5.:f__ML1228J-1
50.1.15.2.5.:f_YAB3B13
50.1.15.2.6..0__OPB54_unclassified
50.1.15.2.7.f_D2
50.1.15.2.7..0__SHA-98 unclassified
50.1.15.2.8..f Thermoanaerobacteraceae
50.1.16.1.1.. ¢ 3BR-5F unclassified
50.1.16.2.1..c__ BB34 unclassified
50.1.16.3.1..c__BD1-5 unclassified
50.1.16.4.1..c__ GKS2-174 unclassified
50.1.17.1.1..c__GN15 unclassified
50.1.18.1.1.c__Gemm-1_unclassified

50.1.18.2.1. ¢._Gemmatimonadetes_unclassified
50.1.18.2.2.. 0__Ellin5290 unclassified
50.1.18.2.3. f__Al1-B1
50.1.18.2.3.:f__Ellin5301

50.1.18.2.3..f _Gemmatimonadaceae
50.1.18.2.4. o KD8-87 _unclassified
50.1.18.2.5. 0 N1423WL_unclassified
50.1.19.1.1. p_ H-178 unclassified
50.1.20.1.1..c._GNO6_unclassified
50.1.21.1.1. p_ Kazan-3B-28 unclassified
50.1.22.1.1..f_ Victivallaceae
50.1.23.1.1.. p_ MVS-104_unclassified
50.1.24.1.1..c_ 12-24 unclassified
50.1.24.1.2.. 0 JH-WHS47 _unclassified
50.1.25.1.1..c__TSBWO08_unclassified
50.1.26.1.1. f__0319-6A21
50.1.26.1.1..f_FW

50.1.26.1.1..f _Nitrospiraceae
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50.1.26.1.1..f__[Leptospirillaceae]
50.1.26.1.1.!f _[Thermodesulfovibrionaceae]
50.1.27.1.1..c__ABY1 unclassified
50.1.27.2.1..c_ Mb-NB09_unclassified
50.1.27.3.1..c__ SM2F11 unclassified
50.1.27.4.1. ¢ ZB2 unclassified
50.1.28.1.1..c__ OP11-3 unclassified
50.1.28.2.1. ¢ WCHB1-64 unclassified
50.1.28.2.2.. 0 K2-4-19 unclassified

5 0.1.28.2.3..0__d153 unclassified
50.1.29.1.1..¢c__ OP8 1 unclassified
50.1.29.1.2..0__SHA-124 unclassified
50.1.30.1.1..c__028H05-P-BN-P5_unclassified
50.1.30.2.1..c__ BD7-11 unclassified
50.1.30.3.1..0__d113 unclassified
50.1.30.4.1..0__CL500-15 unclassified
50.1.30.4.2. 0__agg?27 _unclassified

5 0.1.30.5.1. c_ Phycisphaerae_unclassified
50.1.30.5.2..0__ AKAU3564 unclassified

5 0.1.30.5.3..0__CPla-3_unclassified
50.1.30.5.4..0.__ MSBL9 unclassified

5 0.1.30.5.5..f__Phycisphaeraceae

5 0.1.30.5.5..0__Phycisphaerales_unclassified
5 0.1.30.5.6..0__Plal unclassified
50.1.30.5.7.0__WD?2101 unclassified
50.1.30.5.8. 0 mlel-8 unclassified

5 0.1.30.6.1. ¢c_ Pla3_unclassified

5 0.1.30.7.1..¢c_ Planctomycetia_unclassified
50.1.30.7.2..0__B97 unclassified
50.1.30.7.3.f _Gemmataceae

5 0.1.30.7.3..f_Isosphaeraceae

5 0.1.30.7.3..0__Gemmatales_unclassified

5 0.1.30.7.4..f _Pirellulaceae

5 0.1.30.7.5..f _Planctomycetaceae

5 0.1.30.8.1..0__DH61 _unclassified
50.1.30.8.2..0__PeHg47 unclassified
50.1.31.1.1..c_ Alphaproteobacteria_unclassified
50.1.31.1.2..0__BD7-3 _unclassified

5 0.1.31.1.3..f _Caulobacteraceae
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50.1.31.1.4..0__Ellin329 unclassified
50.1.31.1.5..f _Aurantimonadaceae

5 0.1.31.1.5..f_ Beijerinckiaceae

5 0.1.31.1.5..f__Bradyrhizobiaceae
50.1.31.1.5..f__Hyphomicrobiaceae
50.1.31.1.5.!'f__Methylobacteriaceae
50.1.31.1.5.1f__Methylocystaceae
50.1.31.1.5.f__Phyllobacteriaceae
50.1.31.1.5.if _Rhizobiaceae

50.1.31.1.5.'f _Rhodobiaceae

50.1.31.1.5..f Xanthobacteraceae

5 0.1.31.1.5..0__Rhizobiales_unclassified
50.1.31.1.6. f__Hyphomonadaceae
50.1.31.1.6..f Rhodobacteraceae

5 0.1.31.1.6..0__Rhodobacterales_unclassified
50.1.31.1.7.f _Acetobacteraceae
50.1.31.1.7..f_Rhodospirillaceae

5 0.1.31.1.7..0__Rhodospirillales_unclassified
50.1.31.1.8..f Rickettsiaceae
50.1.31.1.8.:0__Rickettsiales_unclassified
50.1.31.1.9.. f__Erythrobacteraceae
50.1.31.1.9..f__Sphingomonadaceae
50.1.31.1.9..0__Sphingomonadales_unclassified
5 0.1.31.2.1..c__Betaproteobacteria_unclassified
50.1.31.2.2. f__EB1003

50.1.31.2.2..f_UDb
50.1.31.2.3..f__Alcaligenaceae
50.1.31.2.3.:f _Burkholderiaceae
50.1.31.2.3..f Comamonadaceae
50.1.31.2.3.:f _Oxalobacteraceae

5 0.1.31.2.3.!o__Burkholderiales_unclassified
5 0.1.31.2.4..0__Ellin6067_unclassified
50.1.31.2.5..f _Gallionellaceae

50.1.31.2.6. f__Hydrogenophilaceae
50.1.31.2.7. 0__I1S-44 unclassified
50.1.31.2.8..0__MND1_unclassified
50.1.31.2.9.f__Methylophilaceae

5 0.1.31.2.1Cf_Neisseriaceae

50.1.31.2.11f _Nitrosomonadaceae
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50.1.31.2.12f _Procabacteriaceae

5 0.1.31.2.13f__Rhodocyclaceae
50.1.31.2.140__SBlal4 unclassified
50.1.31.2.150__SC-1-84 unclassified

5 0.1.31.3.1. c_ Deltaproteobacteria_unclassified
50.1.31.3.2..0__BPCO076_unclassified
50.1.31.3.3..f _Bdellovibrionaceae
50.1.31.3.4. f Desulfarculaceae

50.1.31.3.5..f Desulfobacteraceae
50.1.31.3.5.:f Desulfobulbaceae

5 0.1.31.3.5.:.f__Nitrospinaceae

5 0.1.31.3.5..0__Desulfobacterales_unclassified
5 0.1.31.3.6..f _Desulfovibrionaceae

5 0.1.31.3.6..0__Desulfovibrionales_unclassified
50.1.31.3.7..f _Geobacteraceae

50.1.31.3.7..f _Pelobacteraceae
50.1.31.3.7..0__Desulfuromonadales_unclassified
50.1.31.3.8..0__FAC87 unclassified
50.1.31.3.9..0._MBNT15 unclassified
50.1.31.3.1Co__MIZ46 unclassified
50.1.31.3.11f__0319-6G20
50.1.31.3.11f__Cystobacteraceae
50.1.31.3.11f__Cystobacterineae
50.1.31.3.11f__Haliangiaceae

50.1.31.3.11f __Myxococcaceae

50.1.31.3.11f _Nannocystaceae
50.1.31.3.11f__OM27
50.1.31.3.11f__Polyangiaceae
50.1.31.3.110__Myxococcales_unclassified
50.1.31.3.1zf__JTB38

5 0.1.31.3.120__NKB15_unclassified

5 0.1.31.3.140__Spirobacillales_unclassified
50.1.31.3.15f _Syntrophaceae

50.1.31.3.15f _Syntrophobacteraceae

5 0.1.31.3.15f _Syntrophorhabdaceae

5 0.1.31.3.150__ Syntrophobacterales_unclassified
5 0.1.31.3.1€0__[Entotheonellales] unclassified

50.1.31.4.1..c_ Epsilonproteobacteria_unclassifid

50.1.31.4.2.f _Campylobacteraceae

[EY
~N W

[ I S e L) SIS S I S e e e S S 2 I S & B S N T S S R e T e e T e e T e T e S T e e & S o e e e e e

11
1058
24
49
259

365

26
101

223
396

16
28

33




50.1.31.4.2..f Helicobacteraceae 3 6
50.1.31.4.2..0__Campylobacterales_unclassified 1 11
5 0.1.31.5.1. ¢ Gammaproteobacteria_unclassifi 1 1019
5 0.1.31.5.2..f _Acidithiobacillaceae 1 1
50.1.31.5.3..f _Aeromonadaceae 3 44
50.1.31.5.4. f__211ds20 1 1
50.1.31.5.4..f Alteromonadaceae 2 54
5 0.1.31.5.4..f [Chromatiaceae] 1 2
50.1.31.5.4..0__Alteromonadales_unclassified 1 2
50.1.31.5.5..f Enterobacteriaceae 11 1285
50.1.31.5.6..f Coxiellaceae 3 69
50.1.31.5.6..f__Legionellaceae 3 29
50.1.31.5.6..0__Legionellales_unclassified 1 13
50.1.31.5.7..f _Crenotrichaceae 1 21
5 0.1.31.5.7.;f__Methylococcaceae 7 133
50.1.31.5.7..0__Methylococcales_unclassified 1 28
50.1.31.5.8..f Alcanivoracaceae 1 1
50.1.31.5.9.f Moraxellaceae 2 63
50.1.31.5.9.:f Pseudomonadaceae 3 608
50.1.31.5.9..0__ Pseudomonadales_unclassified 1 29
5 0.1.31.5.1Cf__Piscirickettsiaceae 1 2
5 0.1.31.5.1Cf__Thiotrichaceae 1 1
50.1.31.5.11f _Sinobacteraceae 4 49
50.1.31.5.11f Xanthomonadaceae 14 157
50.1.31.5.110__ Xanthomonadales_unclassified 1 5
50.1.31.6.1. 0 CV90 _unclassified 1 7
50.1.31.6.2. 0__PHOS-HD29_unclassified 1 36
50.1.31.7.1..p__Proteobacteria_unclassified 1 1
50.1.32.1.1. 0 LF030 _unclassified 1 1
50.1.32.1.2. 0 LG048 unclassified 1 1
50.1.32.1.3. 0__SBYZ_6080_unclassified 1 1
50.1.32.2.1. 0 PL-11B10_unclassified 1 3
5 0.1.32.3.1..c__Spirochaetes_unclassified 1 1
50.1.32.3.2..0__M2PT2-76_unclassified 1 4
5 0.1.32.3.3..f_Spirochaetaceae 3 134
5 0.1.32.4.1. 0 [Brevinematales] unclassified 1 9
50.1.32.5.1..f _Leptospiraceae 1 68
50.1.32.5.1..f__Sediment-4 2 56
5 0.1.33.1.1..c__SBRH58 unclassified 1 4




50.1.33.2.1..c__SJA-4 unclassified
50.1.33.2.2..0__S1198 unclassified
50.1.34.1.1..c__SC3 unclassified
50.1.34.2.1.c__ TM7-1 _unclassified
50.1.34.3.1..c__ TM7-3_unclassified
50.1.34.3.2. 0_ BIgil8 unclassified
50.1.34.3.3..0__EWO055_unclassified
50.1.34.3.4..0__1025_unclassified
50.1.34.4.1. p_ TM7_unclassified
50.1.35.1.1. p_ TPD-58_unclassified
50.1.36.1.1..c__ CK-1C4-19 unclassified
5 0.1.36.2.1..c__Mollicutes_unclassified
5 0.1.36.2.2. f__Anaeroplasmataceae
50.1.36.2.3..f_Entomoplasmataceae
50.1.36.2.4. f _Mycoplasmataceae

5 0.1.36.2.5..0__RF39 unclassified
50.1.37.1.1. c_ Opitutae_unclassified
50.1.37.1.2..f__Opitutaceae
50.1.37.2.1. f__RFP12

50.1.37.3.1..f _Verrucomicrobiaceae
50.1.37.4.1.f_LD19
50.1.37.4.1..0__Methylacidiphilales_unclassified
50.1.37.4.2..0__S-BQ2-57_unclassified
50.1.37.5.1. f__Ellin515
50.1.37.5.1..f__Ellin517
50.1.37.5.1..f_R4-41B

50.1.37.5.1..f _[Pedosphaeraceae]
50.1.37.5.1./f__auto67_4W

5 0.1.37.5.1.10__[Pedosphaerales] unclassified
5 0.1.37.6.1. f _[Chthoniobacteraceae]
50.1.37.6.1..f_zEL20

5 0.1.37.6.1..0__[Chthoniobacterales] unclassifie
50.1.38.1.1..p_ WPS-2 unclassified
50.1.39.1.1..c__SHA-109 _unclassified
50.1.40.1.1. f__PRR-10
50.1.40.1.1.;0__Sediment-1_unclassified
50.1.41.1.1..c_ B142 unclassified
50.1.41.2.1..c__SC72_unclassified
50.1.41.2.2. o__ WCHB1-15_unclassified
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50.1.42.1.1..c__Rs-J96_unclassified
50.1.43.1.1..f _Deinococcaceae
50.1.43.1.1.;f__Trueperaceae

6 0.1.1.1.1.1. k__Bacteria_unclassified

6 0.1.2.1.1.1.c_ HDBW-WB69 unclassified

6 0.1.2.2.1.1.c__ SHA-114 unclassified

6 0.1.3.1.1.1.c__ABS-6_unclassified

6 0.1.3.2.1.1.c__JG37-AG-4 _unclassified

6 0.1.4.1.1.1.c__Acidobacteria-5_unclassified
6 0.1.4.2.1.1.0__ CCU21 unclassified

6 0.1.4.2.2.1.f RB40 unclassified

6 0.1.4.2.2.2.f mb2424 unclassified

6 0.1.4.2.2.3.0__iiil-15 unclassified

6 0.1.4.3.1.1.f Acidobacteriaceae_unclassified
6 0.1.4.3.1.1.g_ Acidopila

6 0.1.4.3.1.1.g_ Telmatobacter

6 0.1.4.3.1.1.g_ Terriglobus

6 0.1.4.3.1.2.f Koribacteraceae unclassified
6 0.1.4.3.1.2.g_ Candidatus_Koribacter

6 0.1.4.3.1.3.0__Acidobacteriales_unclassified
6 0.1.4.41.1.0 _MVS-40 unclassified

6 0.1.4.5.1.1.0__Ellin6513 unclassified

6 0.1.4.6.1.1.f _Holophagaceae_unclassified
6 0.1.4.6.1.1.g_ Geothrix

6 0.1.4.6.1.1.g_ Holophaga

6 0.1.4.7.1.1.c__ OS-K_ unclassified

6 0.1.4.8.1.1.c. PAUC37f unclassified

6 0.1.4.9.1.1.c_ Solibacteres_unclassified

6 0.1.4.9.2.1.0 JH-WHS99 unclassified

6 0.1.4.9.3.1.f__AKIW659_unclassified

6 0.1.4.9.3.2.f _MVS-65_unclassified

6 0.1.4.9.3.3.f _PK34 unclassified

6 0.1.4.9.3.4.g  Candidatus_Solibacter

6 0.1.4.9.3.5.f _[Bryobacteraceae] unclassified
6 0.1.4.9.3.5.g Bryobacter

6 0.1.4.9.3.6.0__Solibacterales_unclassified
6 0.1.4.10.1..0__Sva0725_unclassified

6 0.1.4.11.1. ¢ TM1 unclassified

6 0.1.4.12.1. c__[Chloracidobacteria] unclassified
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6 0.1.4.12.2..0__11-24 unclassified

6 0.1.4.12.3..0__DS-100 _unclassified

6 0.1.4.12.4. 0o PK29 unclassified

6 0.1.4.125..f Ellin6075_unclassified

6 0.1.4.125.;0__RB41 unclassified

6 0.1.4.13.1..0__32-20 _unclassified

6 0.1.4.13.2..0__DS-18 unclassified

6 0.1.4.13.3..0__SJA-36_unclassified

6 0.1.5.1.1.1.f AKIW874 unclassified

6 0.1.5.1.1.2.f C111 unclassified

6 0.1.5.1.1.2.g__llumatobacter

6 0.1.5.1.1.3.f _EB1017 unclassified

6 0.1.5.1.1.4.f JdFBGBact_unclassified

6 0.1.5.1.1.5.f Microthrixaceae_unclassified
6 0.1.5.1.1.6.f _koll13 unclassified

6 0.1.5.1.1.7.0__Acidimicrobiales_unclassified
6 0.1.5.2.1.1.c__Actinobacteria_unclassified
6 0.1.5.2.2.1.f ACK-M1 unclassified

6 0.1.5.2.2.2.f _Actinosynnemataceae_unclassifig
6 0.1.5.2.2.2.g_ Actinokineospora

6 0.1.5.2.2.3.g_ Salana

6 0.1.5.2.2.4.g  Brevibacterium

6 0.1.5.2.2.5.f Cellulomonadaceae _unclassified
6 0.1.5.2.2.5.g  Actinotalea

6 0.1.5.2.2.5.g  Cellulomonas

6 0.1.5.2.2.6.g_ Corynebacterium

6 0.1.5.2.2.7.f _Dermabacteraceae_unclassified
6 0.1.5.2.2.7.g_ Brachybacterium

6 0.1.5.2.2.7.g _ Dermabacter

6 0.1.5.2.2.8.f Frankiaceae_unclassified

6 0.1.5.2.2.8.g_ Actinomycetales

6 0.1.5.2.2.9.f Geodermatophilaceae_unclassifie
6 0.1.56.2.2.9.g_ Actinotelluria

6 0.1.5.2.2.9.g_ Blastococcus

6 0.1.5.2.2.9.g_ Modestobacter

6 0.1.5.2.2.11f _Intrasporangiaceae_unclassified
6 0.1.5.2.2.11g_ Lapillicoccus

6 0.1.5.2.2.11g_ Oryzihumus

6 0.1.5.2.2.11g__ Phycicoccus
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6 0.1.5.2.2.11g__Terracoccus

6 0.1.5.2.2.1 f_ Kineosporiaceae_unclassified
6 0.1.5.2.2.1 g_ Kineococcus

6 0.1.5.2.2.1.g_ Kineosporia

6 0.1.5.2.2.1 g Quadrisphaera

6 0.1.5.2.2.1:f Microbacteriaceae_unclassified
6 0.1.5.2.2.1;g_ Candidatus_Rhodoluna

6 0.1.5.2.2.1;g_ Curtobacterium

6 0.1.5.2.2.1;g_ Frigoribacterium

6 0.1.5.2.2.1:g_ Frondihabitans

6 0.1.5.2.2.1:g_ Leucobacter

6 0.1.5.2.2.1:g_ Microbacterium

6 0.1.5.2.2.1.f Micrococcaceae_unclassified
6 0.1.5.2.2.1:g_ Arthrobacter

6 0.1.5.2.2.1:g_ Citricoccus

6 0.1.5.2.2.1:g_ Kocuria

6 0.1.5.2.2.1.f _Micromonosporaceae_unclassifie
6 0.1.56.2.2.1.g_ Actinoplanes

6 0.1.56.2.2.1.g_ Catellatospora

6 0.1.5.2.2.1.g_ Dactylosporangium

6 0.1.5.2.2.1.g_ Longispora

6 0.1.5.2.2.1.g__ Micromonospora

6 0.1.5.2.2.1:g_ Pilimelia

6 0.1.5.2.2.1.g_ Virgisporangium

6 0.1.5.2.2.1'g  Mycobacterium

6 0.1.5.2.2.11f _Nakamurellaceae_unclassified
6 0.1.5.2.2.11g__ Humicoccus

6 0.1.5.2.2.11g__Nakamurella

6 0.1.5.2.2.1' g Rhodococcus

6 0.1.5.2.2.1if _Nocardioidaceae_unclassified
6 0.1.5.2.2.1ig_ Friedmanniella

6 0.1.5.2.2.1'g_ Marmoricola

6 0.1.5.2.2.1'g_ Nocardioides

6 0.1.5.2.2.1ig_ Pimelobacter

6 0.1.5.2.2.1ig__ Propionicimonas

6 0.1.5.2.2.1'f _Propionibacteriaceae_unclassified
6 0.1.5.2.2.1'g_ Propionibacterium

6 0.1.5.2.2.21f Pseudonocardiaceae unclassified

6 0.1.5.2.2.21g_ Pseudonocardia
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6 0.1.5.2.2.2. f__Sporichthyaceae_unclassified

6 0.1.5.2.2.2;f__ Streptomycetaceae_unclassified
6 0.1.5.2.2.2;g_ Streptomyces

6 0.1.5.2.2.2:f__Streptosporangiaceae_unclassifie
6 0.1.5.2.2.2.f _Thermomonosporaceae_unclassif
6 0.1.5.2.2.2.g__ Actinoallomurus

6 0.1.56.2.2.2:.g_ Actinomadura

6 0.1.5.2.2.2'g_ Williamsia

6 0.1.5.2.2.210__Actinomycetales_unclassified

6 0.1.5.3.1.1.0__0319-7L14 unclassified

6 0.1.5.4.1.1.c__ OPB41 unclassified

6 0.1.5.5.1.1.c_ Thermoleophilia_unclassified

6 0.1.5.5.2.1.f AK1AB1l 02E unclassified

6 0.1.5.5.2.2.f Gaiellaceae_unclassified

6 0.1.5.5.2.2.g_ Gaiella

6 0.1.5.5.2.3.0__Gaiellales_unclassified

6 0.1.5.5.3.1.f Conexibacteraceae _unclassified
6 0.1.5.5.3.1.g_ Conexibacter

6 0.1.5.5.3.2.f Patulibacteraceae_unclassified
6 0.1.5.5.3.3.g_ Solirubrobacter

6 0.1.5.5.3.4.0__Solirubrobacterales_unclassified
6 0.1.6.1.1.1.c_ 0319-6E2_unclassified

6 0.1.6.2.1.1.f _Armatimonadaceae_unclassified
6 0.1.6.2.1.1.g__ Armatimonas

6 0.1.6.2.1.1.g_ CLO-1

6 0.1.6.2.2.1.0 FW68 unclassified

6 0.1.6.3.1.1.f _Chthonomonadaceae_unclassified
6 0.1.6.3.1.1.g__Chthonomonas

6 0.1.6.3.2.1.0__SJA-22 unclassified

6 0.1.6.4.1.1.c__ OPB50_unclassified

6 0.1.6.5.1.1.c_ SHA-37_unclassified

6 0.1.6.6.1.1.c__SJA-176_unclassified

6 0.1.6.6.2.1.0__GAB-B06_unclassified

6 0.1.6.6.3.1.0__RB046_unclassified

6 0.1.6.6.4.1.0__TP122 unclassified

6 0.1.6.7.1.1.f _[Fimbriimonadaceae] unclassifie
6 0.1.6.7.1.1.g_ Fimbriimonas

6 0.1.7.1.1.1.c__PRR-11_unclassified

6 0.1.8.1.1.1.f _ BA008 unclassified
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6 0.1.8.1.1.2.g_ Bacteroides

6 0.1.8.1.1.3.f _Marinilabiaceae_unclassified
6 0.1.8.1.1.3.g_ Cytophaga

6 0.1.8.1.1.3.g_ Ruminofilibacter

6 0.1.8.1.1.4.f__Porphyromonadaceae_unclassifie
6 0.1.8.1.1.4.g_ Paludibacter

6 0.1.8.1.1.4.g_ Petrimonas

6 0.1.8.1.1.4.g_ Proteiniphilum

6 0.1.8.1.1.5.g_ Prevotella

6 0.1.8.1.1.6.g_ Blvii28

6 0.1.8.1.1.7.f _SB-1 unclassified

6 0.1.8.1.1.8.f__p-2534-18B5_unclassified

6 0.1.8.1.1.9.0__ Bacteroidales_unclassified

6 0.1.8.2.1.1.f _Cytophagaceae_unclassified
6 0.1.8.2.1.1.g  Cytophaga

6 0.1.8.2.1.1.g_ Dyadobacter

6 0.1.8.2.1.1.g_ _Emticicia

6 0.1.8.2.1.1.g_ Flectobacillus

6 0.1.8.2.1.1.g  Hymenobacter

6 0.1.8.2.1.1.g_ Leadbetterella

6 0.1.8.2.1.1.g  Rudanella

6 0.1.8.2.1.1.g_ Runella

6 0.1.8.2.1.1.g_ Siphonobacter

6 0.1.8.2.1.1.g_ Spirosoma

6 0.1.8.2.1.1.g_ Sporocytophaga

6 0.1.8.2.1.2.g_ Candidatus_Amoebophilus

6 0.1.8.2.1.2.g_ Ucs1325

6 0.1.8.2.1.3.0__Cytophagales_unclassified

6 0.1.8.3.1.1.f __Cryomorphaceae_unclassified
6 0.1.8.3.1.1.g_ Fluviicola

6 0.1.8.3.1.2.f _Flavobacteriaceae_unclassified
6 0.1.8.3.1.2.g_ Flavobacterium

6 0.1.8.3.1.3.f _[Weeksellaceae] unclassified
6 0.1.8.3.1.3.g_ Chryseobacterium

6 0.1.8.3.1.3.g_ Cloacibacterium

6 0.1.8.3.1.3.g_ Wautersiella

6 0.1.8.3.1.4.0__Flavobacteriales_unclassified
6 0.1.8.4.1.1.f _Sphingobacteriaceae_unclassified

6 0.1.8.4.1.1.g Cytophagales
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6 0.1.8.4.1.1.g_ Mucilaginibacter

6 0.1.8.4.1.1.g_ Pedobacter

6 0.1.8.4.1.1.g_ Sphingobacterium

6 0.1.8.4.1.2.0__Sphingobacteriales_unclassified
6 0.1.8.5.1.1.c__VC2_1 Bac22? unclassified

6 0.1.8.6.1.1.f Rhodothermaceae_unclassified
6 0.1.8.7.1.1.f__Chitinophagaceae_unclassified
6 0.1.8.7.1.1.g_ Chitinophaga

6 0.1.8.7.1.1.g_ Ferruginibacter

6 0.1.8.7.1.1.g_ Filimonas

6 0.1.8.7.1.1.g_ Flavihumibacter

6 0.1.8.7.1.1.g_ Flavisolibacter

6 0.1.8.7.1.1.g_ Lacibacter

6 0.1.8.7.1.1.g_ Niabella

6 0.1.8.7.1.1.g_ Niastella

6 0.1.8.7.1.1.g_ Sediminibacterium

6 0.1.8.7.1.1.g_ Segetibacter

6 0.1.8.7.1.1.g_ Trachelomonas

6 0.1.8.7.1.2.f__Saprospiraceae_unclassified

6 0.1.8.7.1.3.0_ [Saprospirales] unclassified

6 0.1.9.1.1.1.f_ Criblamydiaceae_unclassified

6 0.1.9.1.1.1.g_ Estrella

6 0.1.9.1.1.2.f _Parachlamydiaceae_unclassified
6 0.1.9.1.1.2.g_ Candidatus_Protochlamydia

6 0.1.9.1.1.2.g  Neochlamydia

6 0.1.9.1.1.2.g_ Parachlamydia

6 0.1.9.1.1.3.g_ Candidatus_Rhabdochlamydia
6 0.1.9.1.1.4.f Simkaniaceae_unclassified

6 0.1.9.1.1.4.g  Simkania

6 0.1.9.1.1.5.0__Chlamydiales_unclassified

6 0.1.10.1.1..0__A89 unclassified

6 0.1.10.1.2. 0__C20_unclassified

6 0.1.10.1.3..0__PK329 unclassified

6 0.1.10.1.4..0__VC38_unclassified

6 0.1.10.2.1..f _Ignavibacteriaceae_unclassified
6 0.1.10.2.1..f _[Melioribacteraceae] unclassified
6 0.1.10.2.1..0__lgnavibacteriales_unclassified
6 0.1.10.3.1. c__OPBb56_unclassified

6 0.1.10.4.1..c__SJA-28 unclassified

N e T = T T e S e e S e T = S T e e S T T e e N e e e = T = U SO R | B O S S S S RSO RN o'o)

155
25

304

10
12

27
15

= NN =W Ol

42

17
51
28
18
10

24
35




6 0.1.11.1.1..c__Anaerolineae_unclassified
6 0.1.11.1.2..f S47 unclassified

6 0.1.11.1.2..0__A31 unclassified

6 0.1.11.1.3..f _Anaerolinaceae_unclassified
6 0.1.11.1.3. g_ Anaerolinea

6 0.1.11.1.3..g_ Leptolinea

6 0.1.11.1.3..g_ Levilinea

6 0.1.11.1.3.'g_ SHD-231
60.1.11.1.3. g T78

6 0.1.11.1.3. g_ WCHB1-05

6 0.1.11.1.4..0__ CFB-26_unclassified

6 0.1.11.1.5..f Caldilineaceae_unclassified
6 0.1.11.1.5..g_ Caldilinea

6 0.1.11.1.6..0__ GCAO004 unclassified

6 0.1.11.1.7..0__H39 unclassified

6 0.1.11.1.8..0__OPB11 unclassified

6 0.1.11.1.9..0__S0208 unclassified

6 0.1.11.1.1Co__ SB-34 unclassified

6 0.1.11.1.11f _A4b_unclassified

6 0.1.11.1.11f SHA-31 unclassified

6 0.1.11.1.11f__SJA-101_unclassified

6 0.1.11.1.11f o0c28 unclassified

6 0.1.11.1.110__SBR1031_unclassified

6 0.1.11.1.1Z2o0_ SHA-20 _unclassified

6 0.1.11.1.120__ SJA-15 unclassified

6 0.1.11.1.140 _ WCHB1-50 unclassified

6 0.1.11.1.150__envOPS12 unclassified

6 0.1.11.1.1€0_ pLW-97 _unclassified

6 0.1.11.2.1. ¢ C0119 unclassified

6 0.1.11.3.1.. c_ Chloroflexi_unclassified

6 0.1.11.3.2. g_ Oscillochloris

6 0.1.11.3.2.:0__Chloroflexales_unclassified
6 0.1.11.3.3.'f__[Kouleothrixaceae] unclassified
6 0.1.11.3.3..g_ Kouleothrix

6 0.1.11.4.1. f _Dehalococcoidaceae_unclassified
6 0.1.11.4.1. g Dehalogenimonas

6 0.1.11.5.1..c_ Ellin6529 unclassified

6 0.1.11.6.1. c__ Gitt-GS-136_unclassified

6 0.1.11.7.1..c__Ktedonobacteria_unclassified
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6 0.1.11.7.2.. 0 B12-WMSP1_unclassified

6 0.1.11.7.3..0__JG30-KF-AS9 unclassified

6 0.1.11.7.4..f Ktedonobacteraceae_unclassified
6 0.1.11.7.4. g FFCH10602

6 0.1.11.7.5. f__Thermogemmatisporaceae_uncla
6 0.1.11.8.1..c__ P2-11E_unclassified

6 0.1.11.9.1..c__S085 unclassified

6 0.1.11.10.1c_ SHA-26_unclassified

6 0.1.11.11.1f 5B-12 unclassified

6 0.1.11.11.1f Dolo_23 unclassified

6 0.1.11.11.2f FFCH4570 unclassified

6 0.1.11.11.20__ BO7_WMSP1_unclassified

6 0.1.11.12.1c_ TK17_unclassified

6 0.1.11.12.20__mlel-48 unclassified

6 0.1.11.13.10__ AKYG1722 unclassified

6 0.1.11.13.20__Ellin6537 _unclassified

6 0.1.11.13.20_ JG30-KF-CM45_unclassified

6 0.1.12.1.1..c__ 4C0d-2_unclassified

6 0.1.12.1.2..0_ MLE1-12 unclassified

6 0.1.12.1.3..0__ SM1D11 unclassified

6 0.1.12.1.4..0__YS2 unclassified

6 0.1.12.2.1. ¢ ML635J-21 unclassified

6 0.1.12.3.1..f Nostocaceae unclassified

6 0.1.12.3.1..0__Nostocales_unclassified

6 0.1.12.4.1. ¢c_ Oscillatoriophycideae_unclassifie
6 0.1.12.4.2.f _Cyanobacteriaceae_unclassified
6 0.1.12.4.2..g_ Cyanobacterium

6 0.1.12.4.2..g_ Snowella

6 0.1.12.4.2.:g_ Microcystis

6 0.1.12.4.2..0__Chroococcales_unclassified

6 0.1.12.4.3. g_ Phormidium

6 0.1.12.4.3.g__Planktothrix

6 0.1.12.5.1..f _Pseudanabaenaceae_unclassified
6 0.1.125.1. g_ Arthronema

6 0.1.125.1. g_ Leptolyngbya

6 0.1.12.5.2. g_ Acaryochloris

6 0.1.12.5.2..f Chamaesiphonaceae_unclassified
6 0.1.12.5.2.:g_ Chamaesiphon

6 0.1.12.5.2..g_Synechococcus
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6 0.1.13.1.1..c__Elusimicrobia_unclassified

6 0.1.13.1.2..0__Elusimicrobiales_unclassified
6 0.1.13.1.3..0__FAC88 unclassified

6 0.1.13.1.4..0__llb_unclassified

6 0.1.13.1.5..0__MD2894-B20_unclassified

6 0.1.13.1.6..0__MVP-88 unclassified

6 0.1.13.2.1..c__Endomicrobia_unclassified

6 0.1.14.1.1.. 0 258ds10_unclassified

6 0.1.14.1.2. g Fibrobacter

6 0.1.14.2.1..c__ SBZC 2415 unclassified

6 0.1.14.3.1..f B122 unclassified

6 0.1.14.3.1..f TSCOR003-020_unclassified
6 0.1.15.1.1..c_ Bacilli_unclassified

6 0.1.15.1.2. g_ Alicyclobacillus

6 0.1.15.1.2.:f Bacillaceae_unclassified

6 0.1.15.1.2.;g_ Bacillus

6 0.1.15.1.2..g_ Oceanobacillus

6 0.1.15.1.2..g_ Paucisalibacillus

6 0.1.15.1.2..f Paenibacillaceae_unclassified
6 0.1.15.1.2..g__ Ammoniphilus

6 0.1.15.1.2.:g__Aneurinibacillus

6 0.1.15.1.2..g_ Brevibacillus

6 0.1.15.1.2.:g_ Cohnella

6 0.1.15.1.2.:g_ Paenibacillus

6 0.1.15.1.2.:g__Saccharibacillus

6 0.1.15.1.2..g__Thermobacillus

6 0.1.15.1.2..g_ Pasteuria

6 0.1.15.1.2.!'f Planococcaceae_unclassified
6 0.1.15.1.2.!g_ Bacillus

6 0.1.15.1.2.!g_ Lysinibacillus

6 0.1.15.1.2.!g  Paenisporosarcina

6 0.1.15.1.2.!g_ Planomicrobium

6 0.1.15.1.2.'g¢_ Rummeliibacillus

6 0.1.15.1.2.!g__ Solibacillus

6 0.1.15.1.2.!g_ Sporosarcina

6 0.1.15.1.2.!g__Ureibacillus

6 0.1.15.1.2.tg__Pullulanibacillus

6 0.1.15.1.2.'g__Staphylococcus

6 0.1.15.1.2.if _Thermoactinomycetaceae_unclas
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6 0.1.15.1.2.ig_ Laceyella

6 0.1.15.1.2.ig__ Planifilum

6 0.1.15.1.2.ig_ Thermoactinomyces

6 0.1.15.1.2.ig_ Thermoflavimicrobium

6 0.1.15.1.2.'g__Exiguobacterium

6 0.1.15.1.2..0__Bacillales_unclassified

6 0.1.15.1.3..f__Haloplasmataceae_unclassified
6 0.1.15.1.4..f Aerococcaceae_unclassified
6 0.1.15.1.4. g Facklamia

6 0.1.15.1.4. g_ Granulicatella

6 0.1.15.1.4..g_ Trichococcus

6 0.1.15.1.4..f Enterococcaceae_unclassified
6 0.1.15.1.4.'g_ _Enterococcus

6 0.1.15.1.4..g_ Tetragenococcus

6 0.1.15.1.4.g_ Leuconostoc

6 0.1.15.1.4..g_ Weissella

6 0.1.15.1.4.!g_ Streptococcus

6 0.1.15.1.4.10__Lactobacillales_unclassified
6 0.1.15.1.5. g Turicibacter

6 0.1.15.2.1..c__ Clostridia_unclassified

6 0.1.15.2.2. g Caldicoprobacter

6 0.1.15.2.2..f Christensenellaceae_unclassified
6 0.1.15.2.2..f Clostridiaceae_unclassified

6 0.1.15.2.2..g_ Caloramator

6 0.1.15.2.2..g_ Clostridium

6 0.1.15.2.2..g__Geosporobacter_Thermotalea
6 0.1.15.2.2..g__Oxobacter

6 0.1.15.2.2..g Dehalobacterium

6 0.1.15.2.2.!'f EtOH8 unclassified

6 0.1.15.2.2.1g__Acetobacterium

6 0.1.15.2.2.1g__Anaerofustis

6 0.1.15.2.2.1g__Garciella

6 0.1.15.2.2. f _Gracilibacteraceae_unclassified
6 0.1.15.2.2. g__Gracilibacter

6 0.1.15.2.2. g Lutispora

6 0.1.15.2.2.if _Lachnospiraceae_unclassified
6 0.1.15.2.2.ig_ Bacteroides

6 0.1.15.2.2.ig_ Butyrivibrio

6 0.1.15.2.2.ig__ Clostridium
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6 0.1.15.2.2.ig_ Coprococcus 1 10
6 0.1.15.2.2.ig_ Defluviitalea 1 1
6 0.1.15.2.2.ig_ Epulopiscium 1 2
6 0.1.15.2.2.ig_ Roseburia 3 3
6 0.1.15.2.2.'f __Peptococcaceae_unclassified 1 1
6 0.1.15.2.2.'g_ Dehalobacter_Syntrophobotulus 1 9
6 0.1.15.2.2.'g_ Desulfosporosinus 1 4
6 0.1.15.2.2.'g_ Desulfotomaculum 1 2
6 0.1.15.2.2.'g_ Pelotomaculum 1 7
6 0.1.15.2.2.'¢. WCHB1-84 1 2
6 0.1.15.2.2.. f _Peptostreptococcaceae_unclassif 1 2
6 0.1.15.2.2. g_ Clostridium 2 3
6 0.1.15.2.2..g_ Tepidibacter 1 3
6 0.1.15.2.2. g [Clostridium] 1 4
6 0.1.15.2.2..f Ruminococcaceae_unclassified 1 207
6 0.1.15.2.2. g Bacteroides 1 1
6 0.1.15.2.2..g_ Butyricicoccus 1 2
6 0.1.15.2.2. g Cellulosibacter 1 1
6 0.1.15.2.2..g_ Clostridium 6 120
6 0.1.15.2.2. g Ethanoligenens 1 23
6 0.1.15.2.2. g Faecalibacterium 1 1
6 0.1.15.2.2..g_ Oscillospira 1 2
6 0.1.15.2.2..g _Ruminococcus 1 18
6 0.1.15.2.2..g__ Sporobacter 1 61
6 0.1.15.2.2..f _Symbiobacteriaceae_unclassified 1 1
6 0.1.15.2.2..g_ Symbiobacterium 2 6
6 0.1.15.2.2..g__ Syntrophomonas 1 11
6 0.1.15.2.2..f _Veillonellaceae _unclassified 1 604
6 0.1.15.2.2..g_ Acetonema 1 2
6 0.1.15.2.2..g  Anaeromusa 1 5
6 0.1.15.2.2. g Anaerosinus 1 10
6 0.1.15.2.2. g Anaerospora 1 5
6 0.1.15.2.2.g_ BSV43 1 16
6 0.1.15.2.2. g Dendrosporobacter 1 8
6 0.1.15.2.2..g_ GO7 1 6
6 0.1.15.2.2. g Pelosinus 1 6
6 0.1.15.2.2..g_ Propionispira 1 11
6 0.1.15.2.2. g_ Propionispora 1 19
6 0.1.15.2.2..g  Selenomonas 2 2




6 0.1.15.2.2.
6 0.1.15.2.2.
6 0.1.15.2.2.
6 0.1.15.2.2.
6 0.1.15.2.2.
6 0.1.15.2.2.
6 0.1.15.2.2.
6 0.1.15.2.2.
6 0.1.15.2.3.
6 0.1.15.2.4.
6 0.1.15.2.5.
6 0.1.15.2.5.
6 0.1.15.2.5.
6 0.1.15.2.5.
6 0.1.15.2.6.
6 0.1.15.2.7.
6 0.1.15.2.7..
6 0.1.15.2.8.
6 0.1.15.2.8.
6 0.1.16.1.1.
6 0.1.16.2.1.
6 0.1.16.3.1.
6 0.1.16.4.1.
60.1.17.1.1.
6 0.1.18.1.1.
6 0.1.18.2.1.
6 0.1.18.2.2.
6 0.1.18.2.3.
6 0.1.18.2.3..
6 0.1.18.2.3..
6 0.1.18.2.4.
6 0.1.18.2.5.
6 0.1.19.1.1.
6 0.1.20.1.1.
6 0.1.21.1.1.
6 0.1.22.1.1.
6 0.1.23.1.1.
6 0.1.24.1.1.
6 0.1.24.1.2.

g Sporomusa

g vadinHBO04

f [Acidaminobacteraceae] unclassi
g Acidaminobacter

g Fusibacter

g Anaerovorax

g Sedimentibacter

o__ Clostridiales_unclassified

f Halanaerobiaceae_unclassified
o__ MBAO8 unclassified

g_ Abb D21

g Dethiobacter

f ML1228J-1 unclassified

f YAB3B13 unclassified

o__ OPBb54 unclassified

f D2 unclassified

o__ SHA-98 unclassified

f Thermoanaerobacteraceae uncla
g Thermacetogenium

c_ 3BR-5F unclassified

c_ BB34 unclassified

c_ BD1-5 unclassified

c_ GKS2-174 unclassified

c_ GN15 unclassified
c__Gemm-1_unclassified
c__Gemmatimonadetes_unclassified
o_ Ellin5290 unclassified

f Al1-B1 unclassified

f Ellin5301 unclassified

g Gemmatimonas

o__KD8-87 _unclassified

o_ N1423WL_unclassified

p_ H-178 unclassified
c__GNO6_unclassified

p_ Kazan-3B-28 unclassified

f _Victivallaceae_unclassified

p_ MVS-104 unclassified

c_ 12-24 unclassified

o__ JH-WHSA47 unclassified
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6 0.1.25.1.1..c__ TSBWO08_unclassified
6 0.1.26.1.1..f _0319-6A21 unclassified
6 0.1.26.1.1..g_ 4-29

6 0.1.26.1.1..g__Nitrospira

6 0.1.26.1.1..g_ Leptospirillum

6 0.1.26.1.1.!f [Thermodesulfovibrionaceae] ung

6 0.1.26.1.1.!'g. DCE29

6 0.1.26.1.1.!'g_ GOUTA19

6 0.1.26.1.1.!'g HB118

6 0.1.26.1.1.!g_ LCP-6

6 0.1.27.1.1..c__ABY1 unclassified

6 0.1.27.2.1..c__ Mb-NB09 _unclassified

6 0.1.27.3.1..c__ SM2F11 unclassified

6 0.1.27.4.1. ¢ ZB2 unclassified

6 0.1.28.1.1..c__ OP11-3 unclassified

6 0.1.28.2.1. ¢ WCHB1-64 unclassified

6 0.1.28.2.2.. 0 K2-4-19 unclassified

6 0.1.28.2.3..0__d153 unclassified

6 0.1.29.1.1..c__ OP8 1 unclassified

6 0.1.29.1.2.. 0. SHA-124 unclassified

6 0.1.30.1.1..c__028H05-P-BN-P5_unclassified
6 0.1.30.2.1. ¢ BD7-11 unclassified

6 0.1.30.3.1. 0 d113 unclassified

6 0.1.30.4.1. o CL500-15 unclassified

6 0.1.30.4.2..0__agg?27_unclassified

6 0.1.30.5.1..c_ Phycisphaerae_unclassified
6 0.1.30.5.2.. 0 AKAU3564 unclassified

6 0.1.30.5.3..0__ CPla-3 unclassified

6 0.1.30.5.4. 0. MSBL9 unclassified

6 0.1.30.5.5..f _Phycisphaeraceae_unclassified
6 0.1.30.5.5..0_ Phycisphaerales_unclassified
6 0.1.30.5.6..0__Plal _unclassified

6 0.1.30.5.7..0__WD2101 unclassified

6 0.1.30.5.8..0__mlel-8 unclassified

6 0.1.30.6.1..c__Pla3_unclassified

6 0.1.30.7.1..c_ Planctomycetia_unclassified
6 0.1.30.7.2..0__B97 unclassified

6 0.1.30.7.3..f _Gemmataceae_unclassified
6 0.1.30.7.3..g__Gemmata
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6 0.1.30.7.3.
6 0.1.30.7.3..
6 0.1.30.7.3..
6 0.1.30.7.3.
6 0.1.30.7.4.
6 0.1.30.7.4.
6 0.1.30.7.4.
6 0.1.30.7.4.
6 0.1.30.7.5.
6 0.1.30.8.1.
6 0.1.30.8.2.
6 0.1.31.1.1.
6 0.1.31.1.2.
6 0.1.31.1.3.
6 0.1.31.1.3.
6 0.1.31.1.3.
6 0.1.31.1.3.
6 0.1.31.1.3.
6 0.1.31.1.3.
6 0.1.31.1.3.
6 0.1.31.1.4.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5.
6 0.1.31.1.5..
6 0.1.31.1.5..
6 0.1.31.1.5..
6 0.1.31.1.5..
6 0.1.31.1.5..
6 0.1.31.1.5..
6 0.1.31.1.5..

f_Isosphaeraceae_unclassified

g Nostocoida

g Singulisphaera
o__Gemmatales_unclassified

f Pirellulaceae_unclassified

g Al7

g Pirellula

g planctomycete

g Planctomyces

o__DH61 unclassified

o_ PeHg47 unclassified

c_ Alphaproteobacteria_unclassified
o_ BD7-3 unclassified

f Caulobacteraceae_unclassified
g Arthrospira

g Asticcacaulis

g Brevundimonas

g Caulobacter

g Mycoplana

g Phenylobacterium

o__ Ellin329 unclassified

f Aurantimonadaceae_unclassified
g Aurantimonas

f Beijerinckiaceae_unclassified
g  Methylocapsa

g Methylovirgula

f Bradyrhizobiaceae_unclassified
g Afipia

g Balneimonas

g Blastobacter

g_ Bosea

g Bradyrhizobium
f__Hyphomicrobiaceae_unclassified
g Devosia

g_ Filomicrobium

g__ Hyphomicrobium

g_ Pedomicrobium

g Rhodomicrobium

g Rhodoplanes
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6 0.1.31.1.5..g__ Stappia

6 0.1.31.1.5.!/f__Methylobacteriaceae_unclassified

6 0.1.31.1.5.!g_ Magnetospirillum

6 0.1.31.1.5.'g_ Methylobacterium

6 0.1.31.1.5.1f__Methylocystaceae_unclassified
6 0.1.31.1.5.1g_ Methylosinus

6 0.1.31.1.5.1g_ Pleomorphomonas

6 0.1.31.1.5.1g_ Rhodoblastus

6 0.1.31.1.5.'f__Phyllobacteriaceae_unclassified
6 0.1.31.1.5."g__Aquamicrobium

6 0.1.31.1.5.'g_ Mesorhizobium

6 0.1.31.1.5.if Rhizobiaceae_unclassified

6 0.1.31.1.5.ig__Agrobacterium

6 0.1.31.1.5.ig__ Kaistia

6 0.1.31.1.5.ig__Rhizobium

6 0.1.31.1.5.!'g__ Afifella

6 0.1.31.1.5..f Xanthobacteraceae unclassified
6 0.1.31.1.5. g Ancylobacter

6 0.1.31.1.5. g Azorhizobium

6 0.1.31.1.5. g_ Labrys

6 0.1.31.1.5. g Xanthobacter

6 0.1.31.1.5.. 0 Rhizobiales_unclassified

6 0.1.31.1.6..f _Hyphomonadaceae_unclassified
6 0.1.31.1.6..g_ Woodsholea

6 0.1.31.1.6..f Rhodobacteraceae _unclassified
6 0.1.31.1.6..g_ Paracoccus

6 0.1.31.1.6..g_ Rhodobacter

6 0.1.31.1.6..0__Rhodobacterales_unclassified
6 0.1.31.1.7.f _Acetobacteraceae_unclassified
6 0.1.31.1.7..g_ Acidisoma

6 0.1.31.1.7..g_ Rhodopila

6 0.1.31.1.7..g_ Rhodovarius

6 0.1.31.1.7. g_ Rhodovastum

6 0.1.31.1.7. g_ Roseomonas

6 0.1.31.1.7..f _Rhodospirillaceae_unclassified
6 0.1.31.1.7..g__Azospirillum

6 0.1.31.1.7..g_ Dongia

6 0.1.31.1.7..g_ Elstera

6 0.1.31.1.7..g_ Enhydrobacter

N e e - S e N T S e e S e N ) T e e e e O S T N SN N T S e N S S &' U I = S & B S S & S T N T N R R N e T

12

13
50
122
70

101
42
11
65

58

33
1910

44

52
14

372
140
13




6 0.1.31.1.7..g_ Magnetospirillum 1 44
6 0.1.31.1.7..g_ Oceanibaculum 1 1
6 0.1.31.1.7..g_ Phaeospirillum 2 6
6 0.1.31.1.7..g_ Reyranella 1 20
6 0.1.31.1.7..g_ Skermanella 1 1
6 0.1.31.1.7..g__Stella 1 1
6 0.1.31.1.7..g_ Telmatospirillum 2 92
6 0.1.31.1.7..0__Rhodospirillales_unclassified 1 83
6 0.1.31.1.8..f Rickettsiaceae_unclassified 1 4
6 0.1.31.1.8..g__ Rickettsia 2 5
6 0.1.31.1.8.:0__Rickettsiales_unclassified 1 1
6 0.1.31.1.9..f__Erythrobacteraceae_unclassified 1 12
6 0.1.31.1.9. g_ Erythromicrobium 1 1
6 0.1.31.1.9..f _Sphingomonadaceae_unclassified 1 343
6 0.1.31.1.9..g_ Blastomonas 1 1
6 0.1.31.1.9..g_ Kaistobacter 1 8
6 0.1.31.1.9..g_ Novosphingobium 5 130
6 0.1.31.1.9..g_ Sandarakinorhabdus 1 1
6 0.1.31.1.9..g_ Sphingobium 3 24
6 0.1.31.1.9..g_ Sphingomonas 8 175
6 0.1.31.1.9..0__Sphingomonadales_unclassified 1 236
6 0.1.31.2.1..c_ Betaproteobacteria_unclassified 1 2411
6 0.1.31.2.2..f__EB1003_unclassified 1 4
6 0.1.31.2.2..f _UD5 unclassified 1 4
6 0.1.31.2.3..f__Alcaligenaceae_unclassified 1 2
6 0.1.31.2.3..g__ Pusillimonas 1 1
6 0.1.31.2.3..f _Burkholderiaceae_unclassified 1 8
6 0.1.31.2.3.:g_ Burkholderia 4 137
6 0.1.31.2.3..f Comamonadaceae_unclassified 1 1616
6 0.1.31.2.3.:g__ Acidovorax 6 56
6 0.1.31.2.3.:g__Aquamonas 1 2
6 0.1.31.2.3.:g__Aquincola 1 2
6 0.1.31.2.3.:g__Caenimonas 1 1
6 0.1.31.2.3.:g_ Comamonas 1 5
6 0.1.31.2.3.:g__Curvibacter 1 16
6 0.1.31.2.3.:g__Delftia 1 1
6 0.1.31.2.3.:g_ Diaphorobacter 1 1
6 0.1.31.2.3.:g_ Hydrogenophaga 1 3
6 0.1.31.2.3.:g_ Hylemonella 1 4




6 0.1.31.2.3.g__Inhella

6 0.1.31.2.3.:g__Leptothrix

6 0.1.31.2.3.:g_ Methylibium

6 0.1.31.2.3./g__Mitsuaria

6 0.1.31.2.3.:g_ Paucibacter

6 0.1.31.2.3.:g_ Pelomonas

6 0.1.31.2.3.:g_ Polaromonas

6 0.1.31.2.3.:g_ Pseudacidovorax

6 0.1.31.2.3..g_ Ramlibacter

6 0.1.31.2.3..g_ Rhodoferax

6 0.1.31.2.3..g_ Roseateles

6 0.1.31.2.3.:g__Rubrivivax

6 0.1.31.2.3.:g__ Variovorax

6 0.1.31.2.3.:g_ Xenophilus

6 0.1.31.2.3..f Oxalobacteraceae _unclassified
6 0.1.31.2.3..g__ Cupriavidus

6 0.1.31.2.3.:g__Herbaspirillum

6 0.1.31.2.3..g__Herminiimonas

6 0.1.31.2.3..g_ Massilia

6 0.1.31.2.3..g__ Ralstonia

6 0.1.31.2.3.!0__ Burkholderiales_unclassified
6 0.1.31.2.4. o__Ellin6067_unclassified

6 0.1.31.2.5.. g Gallionella

6 0.1.31.2.6. g_ Thiobacillus

6 0.1.31.2.7. 0__1S-44 unclassified

6 0.1.31.2.8.0__ MND1 unclassified

6 0.1.31.2.9..f _Methylophilaceae_unclassified
6 0.1.31.2.9..g_ Methylotenera

6 0.1.31.2.1Cf__Neisseriaceae_unclassified
6 0.1.31.2.1Cg__ Aquitalea

6 0.1.31.2.1Cg__Chitinibacter

6 0.1.31.2.1Cg__Chitinilyticum

6 0.1.31.2.1Cg__Chitinimonas

6 0.1.31.2.1Cg_ Chromobacterium

6 0.1.31.2.1Cg_ Deefgea

6 0.1.31.2.1Cg__Formivibrio

6 0.1.31.2.1Cg_ Pseudogulbenkiania

6 0.1.31.2.1Cg_ Vogesella

6 0.1.31.2.11f _Nitrosomonadaceae_unclassified
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6 0.1.31.2.11g__ Nitrosovibrio

6 0.1.31.2.12f Procabacteriaceae_unclassified
6 0.1.31.2.12zg_ Leeia

6 0.1.31.2.12g_ Procabacter

6 0.1.31.2.12f__Rhodocyclaceae_unclassified
6 0.1.31.2.12g_ Azoarcus

6 0.1.31.2.12g_ Azospira

6 0.1.31.2.12g_ Dechloromonas

6 0.1.31.2.12g_ Denitromonas

6 0.1.31.2.12g_ Dokbh9

6 0.1.31.2.12g_ Georgfuchsia

6 0.1.31.2.13g_ K82

6 0.1.31.2.12g_ KD1-23

6 0.1.31.2.12g_ Methyloversatilis

6 0.1.31.2.12g_ Propionivibrio

6 0.1.31.2.12g_ Rhodocyclus

6 0.1.31.2.12g__ Sterolibacterium

6 0.1.31.2.12g_ Sulfuritalea

6 0.1.31.2.12g_ Thauera

6 0.1.31.2.12g_ Uliginosibacterium

6 0.1.31.2.12g_ Zoogloea

6 0.1.31.2.140_SBlal4 unclassified
6 0.1.31.2.150_ SC-1-84 unclassified

6 0.1.31.3.1..c_ Deltaproteobacteria_unclassified

6 0.1.31.3.2..0__ BPCO76 _unclassified
6 0.1.31.3.3. g_ Bdellovibrio

6 0.1.31.3.4.. f Desulfarculaceae_unclassified

6 0.1.31.3.5..f Desulfobacteraceae _unclassified

6 0.1.31.3.5..f Desulfobulbaceae_unclassified
6 0.1.31.3.5.:g_ Desulfobulbus

6 0.1.31.3.5..g_ Desulfocapsa

6 0.1.31.3.5.:g_ Nitrospina

6 0.1.31.3.5..0__Desulfobacterales_unclassified

6 0.1.31.3.6..f _Desulfovibrionaceae_unclassified

6 0.1.31.3.6.. g_ Desulfovibrio

6 0.1.31.3.6..0__Desulfovibrionales_unclassified
6 0.1.31.3.7..g_ Geobacter

6 0.1.31.3.7..g_ Desulfuromonas

6 0.1.31.3.7..0__Desulfuromonadales_unclassified
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6 0.1.31.3.8..0__FAC87 unclassified

6 0.1.31.3.9..0__MBNT15_unclassified

6 0.1.31.3.1Co__ MIZ46 _unclassified

6 0.1.31.3.11f 0319-6G20_unclassified

6 0.1.31.3.11f_ Cystobacteraceae_unclassified

6 0.1.31.3.11g_ Cystobacter

6 0.1.31.3.11f__ Cystobacterineae_unclassified

6 0.1.31.3.11f_ Haliangiaceae_unclassified

6 0.1.31.3.11g_ Haliangium

6 0.1.31.3.11g__Anaeromyxobacter

6 0.1.31.3.11f__Nannocystaceae_unclassified

6 0.1.31.3.11g__ Nannocystis

6 0.1.31.3.11g_ Plesiocystis

6 0.1.31.3.11f _OMZ27 _unclassified

6 0.1.31.3.11f__Polyangiaceae_unclassified

6 0.1.31.3.11g__ Aetherobacter

6 0.1.31.3.11g_ Byssovorax

6 0.1.31.3.11g_ Phaselicystis

6 0.1.31.3.11g_ Polyangium

6 0.1.31.3.110__ Myxococcales_unclassified

6 0.1.31.3.12f JTB38 unclassified

6 0.1.31.3.120_ NKB15 unclassified

6 0.1.31.3.140__ Spirobacillales_unclassified

6 0.1.31.3.15f _Syntrophaceae_unclassified

6 0.1.31.3.1tg_ Desulfobacca

6 0.1.31.3.1£g_ Desulfomonile

6 0.1.31.3.1£g_ Syntrophus

6 0.1.31.3.15f _Syntrophobacteraceae_unclassifig
6 0.1.31.3.1£g_ Desulfovirga

6 0.1.31.3.1£g_ Syntrophobacter

6 0.1.31.3.15f _Syntrophorhabdaceae_unclassifie
6 0.1.31.3.12g__ Syntrophorhabdus

6 0.1.31.3.150_ Syntrophobacterales_unclassified
6 0.1.31.3.1€0__[Entotheonellales] unclassified
6 0.1.31.4.1..c_ Epsilonproteobacteria_unclassifid
6 0.1.31.4.2.f  Campylobacteraceae_unclassified
6 0.1.31.4.2..g_ Arcobacter

6 0.1.31.4.2. g_ Sulfurospirillum

6 0.1.31.4.2.:f Helicobacteraceae_unclassified
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6 0.1.31.4.2..
6 0.1.31.4.2..
6 0.1.31.4.2.
6 0.1.31.5.1.
6 0.1.31.5.2.
6 0.1.31.5.3.
6 0.1.31.5.3.
6 0.1.31.5.3.
6 0.1.31.5.4.
6 0.1.31.5.4.
6 0.1.31.5.4.
6 0.1.31.5.4.
6 0.1.31.5.4..
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.5.
6 0.1.31.5.6.
6 0.1.31.5.6.
6 0.1.31.5.6.
6 0.1.31.5.6..
6 0.1.31.5.6..
6 0.1.31.5.6..
6 0.1.31.5.6..
6 0.1.31.5.7.
6 0.1.31.5.7..
6 0.1.31.5.7..
6 0.1.31.5.7..
6 0.1.31.5.7..
6 0.1.31.5.7..
6 0.1.31.5.7..
6 0.1.31.5.7..

g Sulfuricurvum

g Sulfurovum

o_ Campylobacterales_unclassified
c__Gammaproteobacteria_unclassifig
g Acidithiobacillus

f _Aeromonadaceae_unclassified
g _Aeromonas

g Tolumonas

f 211ds20 _unclassified

f _Alteromonadaceae_unclassified
g_ Cellvibrio

g Rheinheimera
o__Alteromonadales_unclassified
f Enterobacteriaceae_unclassified
g Brenneria

g Edwardsiella

g Enterobacter

g Erwinia

g Escherichia

g Kluyvera

g Pantoea

g Pseudomonas

g Rahnella

g Serratia

f Coxiellaceae_unclassified

g Aquicella

g Rickettsiella

f Legionellaceae_unclassified

g Legionella

g Tatlockia

o_ Legionellales_unclassified

g Crenothrix

f Methylococcaceae_unclassified
g Methylobacter

g  Methylocaldum

g Methylococcus

g__ Methylomicrobium

g Methylomonas

g Methylosarcina
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6 0.1.31.5.7..0__Methylococcales_unclassified
6 0.1.31.5.8..g__Alcanivorax

6 0.1.31.5.9.f Moraxellaceae_unclassified

6 0.1.31.5.9..g_ Acinetobacter

6 0.1.31.5.9..f Pseudomonadaceae_unclassified
6 0.1.31.5.9.;g_ Pseudomonas

6 0.1.31.5.9..g_ Serpens

6 0.1.31.5.9..0__ Pseudomonadales_unclassified
6 0.1.31.5.1Cf__Piscirickettsiaceae_unclassified
6 0.1.31.5.1Cf__Thiotrichaceae_unclassified

6 0.1.31.5.11f Sinobacteraceae_unclassified

6 0.1.31.5.11g__ Alkanibacter

6 0.1.31.5.11g_ Nevskia

6 0.1.31.5.11g__ Steroidobacter

6 0.1.31.5.11f Xanthomonadaceae_unclassified
6 0.1.31.5.11g__ Arenimonas

6 0.1.31.5.11g__ Aspromonas

6 0.1.31.5.11g_ Dokdonella

6 0.1.31.5.11g_ Dyella

6 0.1.31.5.11g_ Gynumella

6 0.1.31.5.11g_ Luteibacter

6 0.1.31.5.11g_ Luteimonas

6 0.1.31.5.11g_ Lysobacter

6 0.1.31.5.11g_ Pseudoxanthomonas

6 0.1.31.5.11g_ Rhodanobacter

6 0.1.31.5.11g__Stenotrophomonas

6 0.1.31.5.11g__Thermomonas

6 0.1.31.5.11g_ Xanthomonas

6 0.1.31.5.110_ Xanthomonadales_unclassified
6 0.1.31.6.1. 0 CV90 _unclassified

6 0.1.31.6.2. 0__PHOS-HD29_unclassified

6 0.1.31.7.1..p__Proteobacteria_unclassified

6 0.1.32.1.1..0__LFO030 _unclassified

6 0.1.32.1.2..0_ LG048 unclassified

6 0.1.32.1.3. 0__SBYZ_6080_unclassified

6 0.1.32.2.1..0__PL-11B10_unclassified

6 0.1.32.3.1..c__ Spirochaetes_unclassified

6 0.1.32.3.2..0__M2PT2-76_unclassified

6 0.1.32.3.3..f _Spirochaetaceae_unclassified
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6 0.1.32.3.3.
6 0.1.32.3.3.
6 0.1.32.4.1.
6 0.1.32.5.1.
6 0.1.32.5.1.
6 0.1.32.5.1.
6 0.1.33.1.1.
6 0.1.33.2.1.
6 0.1.33.2.2.
6 0.1.34.1.1.
6 0.1.34.2.1.
6 0.1.34.3.1.
6 0.1.34.3.2.
6 0.1.34.3.3.
6 0.1.34.3.4.
6 0.1.34.4.1.
6 0.1.35.1.1.
6 0.1.36.1.1.
6 0.1.36.2.1.
6 0.1.36.2.2.
6 0.1.36.2.3.
6 0.1.36.2.4.
6 0.1.36.2.5.
6 0.1.37.1.1.
6 0.1.37.1.2.
6 0.1.37.2.1.
6 0.1.37.3.1.
6 0.1.37.3.1.
6 0.1.37.3.1.
6 0.1.37.3.1.
6 0.1.37.3.1.
6 0.1.37.4.1.
6 0.1.37.4.1..
6 0.1.37.4.2.
6 0.1.37.5.1.
6 0.1.37.5.1..
6 0.1.37.5.1.
6 0.1.37.5.1..
6 0.1.37.5.1.!

g_ Spirochaeta

g Treponema
o__[Brevinematales] unclassified
g lLeptonema

f Sediment-4_unclassified
g_ SJA-88

c_ SBRHb58 unclassified
c_ SJA-4 unclassified
o__S1198 unclassified

c_ SC3 unclassified
c__TM7-1 unclassified
c__TM7-3 unclassified

o_ BIgil8 unclassified

o__ EWO055 unclassified

o_ 1025 unclassified

p_ TMT7_unclassified

p_ TPD-58 unclassified

c_ CK-1C4-19 unclassified
c_ Mollicutes_unclassified
g Asteroleplasma

g Entomoplasma

g  Mycoplasma

o__RF39 unclassified

c_ Opitutae_unclassified

g Opitutus

f RFP12 unclassified

f Verrucomicrobiaceae unclassified
g Haloferula

g Luteolibacter

g Prosthecobacter

g_ Verrucomicrobium

f LD19 unclassified
o__Methylacidiphilales_unclassified
o__S-BQ2-57 unclassified
f _Ellin515_unclassified

f _Ellin517_unclassified

f R4-41B unclassified

g Pedosphaera

f _auto67_4W _unclassified
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6 0.1.37.5.1.10__[Pedosphaerales] unclassified
6 0.1.37.6.1..f _[Chthoniobacteraceae] unclassifi
6 0.1.37.6.1. g_ Candidatus_Xiphinematobacter
6 0.1.37.6.1. g_ Chthoniobacter

6 0.1.37.6.1. g_ DA101

6 0.1.37.6.1. g_ OR-59

6 0.1.37.6.1. g_ _heteroC45_4W

6 0.1.37.6.1..f zEL20 unclassified

6 0.1.37.6.1..0__[Chthoniobacterales] unclassifie
6 0.1.38.1.1. p_ WPS-2_unclassified

6 0.1.39.1.1..c__ SHA-109 unclassified

6 0.1.40.1.1..f PRR-10_unclassified

6 0.1.40.1.1..0__Sediment-1_unclassified

6 0.1.41.1.1..c__ B142 unclassified

6 0.1.41.2.1..c__ SC72_unclassified

6 0.1.41.2.2..0__ WCHB1-15 unclassified

6 0.1.42.1.1..c__Rs-J96_unclassified

6 0.1.43.1.1..f Deinococcaceae_unclassified

6 0.1.43.1.1..g_ Deinococcus

6 0.1.43.1.1..g_ R18-435

6 0.1.43.1.1..g_ B-42

7 0.1.1.1.1.1. k__Bacteria_unclassified
70.1.2.1.1.1.c.__ HDBW-WB69 unclassified
70.1.2.2.1.1.c._ SHA-114 unclassified

7 0.1.3.1.1.1.c__ABS-6_unclassified

7 0.1.3.2.1.1.c_ JG37-AG-4 unclassified

7 0.1.4.1.1.1.c_ Acidobacteria-5_unclassified
70.1.4.2.1.1.0 CCU21 unclassified
70.1.4.2.2.1.f RB40 _unclassified
70.1.4.2.2.2.f mb2424 unclassified

7 0.1.4.2.2.3.0_iiil-15_unclassified

7 0.1.4.3.1.1.f _Acidobacteriaceae_unclassified
70.1.4.3.1.1.s_ rosea

70.1.4.3.1.1.s_ bradus

7 0.1.4.3.1.1.g_ Terriglobus_unclassified

7 0.1.4.3.1.2.f _Koribacteraceae_unclassified

7 0.1.4.3.1.2.g Candidatus_Koribacter_unclassif
7 0.1.4.3.1.2.s__versatilis

7 0.1.4.3.1.3.0__Acidobacteriales_unclassified
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70.1.4.41.1.0__MVS-40 unclassified

7 0.1.4.5.1.1.0__Ellin6513 unclassified

7 0.1.4.6.1.1.f_Holophagaceae_unclassified
7 0.1.4.6.1.1.g_ Geothrix_unclassified
70.1.4.6.1.1.s_ foetida

70.1.4.7.1.1.c__ OS-K_unclassified
70.1.4.8.1.1.c__ PAUC37f _unclassified

7 0.1.4.9.1.1.c_ Solibacteres_unclassified
70.1.49.2.1.0_ JH-WHS99 unclassified

7 0.1.4.9.3.1.f AKIW659 unclassified

7 0.1.4.9.3.2.f MVS-65 unclassified

7 0.1.4.9.3.3.f PK34 unclassified

7 0.1.4.9.3.4.g_ Candidatus_Solibacter_unclassifi
7 0.1.4.9.3.5.f [Bryobacteraceae] unclassified
7 0.1.4.9.3.5.g_ Bryobacter_unclassified

7 0.1.4.9.3.6.0__Solibacterales_unclassified

7 0.1.4.10.1..0__Sva0725 unclassified
70.1.4.11.1. ¢ TM1 unclassified

7 0.1.4.12.1. c_ [Chloracidobacteria] unclassified
7 0.1.4.12.2. 0 11-24 unclassified

7 0.1.4.12.3..0__DS-100 unclassified

7 0.1.4.12.4. 0o PK29 unclassified
70.1.4.125.f Ellin6075 _unclassified

7 0.1.4.125..0 RBA41 unclassified

7 0.1.4.13.1. 0 32-20 _unclassified

7 0.1.4.13.2. o DS-18 unclassified

7 0.1.4.13.3.0__SJA-36_unclassified
70.15.1.1.1.f AKIW874 unclassified

7 0.1.5.1.1.2.f C111 unclassified

7 0.1.5.1.1.2.s_ fluminis

7 0.1.5.1.1.3.f _EB1017_unclassified

7 0.1.5.1.1.4.f _JdFBGBact_unclassified

7 0.1.5.1.1.5.f _Microthrixaceae_unclassified
7 0.1.5.1.1.6.f__koll13 unclassified

7 0.1.5.1.1.7.0__Acidimicrobiales_unclassified
7 0.1.5.2.1.1.c__Actinobacteria_unclassified

7 0.1.5.2.2.1.f ACK-M1 _unclassified

7 0.1.5.2.2.2.f _Actinosynnemataceae_unclassifig

7 0.1.5.2.2.2.s__diospyrosa
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7 0.1.5.2.2.3.s__multivorans

7 0.1.5.2.2.4.g_ Brevibacterium_unclassified

7 0.1.5.2.25.f Cellulomonadaceae_unclassified
7 0.1.5.2.2.5.g_ Actinotalea_unclassified

7 0.1.5.2.2.5.g Cellulomonas_unclassified

7 0.1.5.2.25.s__uda

7 0.1.5.2.2.6.g_ Corynebacterium_unclassified
7 0.1.5.2.2.6.s__simulans

7 0.1.5.2.2.7.f Dermabacteraceae_unclassified
7 0.1.5.2.2.7.s__conglomeratum

7 0.1.5.2.2.7.g_ Dermabacter_unclassified

7 0.1.5.2.2.8.f Frankiaceae_unclassified

7 0.1.5.2.2.8.s__Ellin122

7 0.1.5.2.2.9.f _Geodermatophilaceae_unclassifie
7 0.1.5.2.2.9.s_ brasiliensis

7 0.1.56.2.2.9.g_ Blastococcus_unclassified

7 0.1.5.2.2.9.g  Modestobacter_unclassified

7 0.1.56.2.2.11f__Intrasporangiaceae_unclassified
7 0.1.5.2.2.11s__jejuensis

7 0.1.5.2.2.11s__leptocrescens

7 0.1.56.2.2.11g_ Phycicoccus_unclassified

7 0.1.5.2.2.11g_ Terracoccus_unclassified

7 0.1.5.2.2.1.f _Kineosporiaceae_unclassified

7 0.1.5.2.2.1 g Kineococcus_unclassified

7 0.1.5.2.2.1. g Kineosporia_unclassified

7 0.1.5.2.2.1' s__aurantiaca

7 0.1.5.2.2.1 s rhamnosa

7 0.1.5.2.2.1's_ _granulorum

7 0.1.5.2.2.1:f Microbacteriaceae _unclassified
7 0.1.5.2.2.1:g Candidatus_Rhodoluna_unclassif
7 0.1.5.2.2.1:g_ Curtobacterium_unclassified

7 0.1.5.2.2.1:g_ Frigoribacterium_unclassified

7 0.1.5.2.2.1;s__australicus

7 0.1.5.2.2.1:g Leucobacter_unclassified

7 0.1.5.2.2.1:g Microbacterium_unclassified

7 0.1.5.2.2.1:s_ _chocolatum

7 0.1.5.2.2.1:s__lacticum

7 0.1.5.2.2.1:f Micrococcaceae_unclassified

7 0.1.5.2.2.1:g_ Arthrobacter_unclassified
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7 0.1.56.2.2.1's__nasiphocae

7 0.1.5.2.2.1:s__alkalitolerans

7 0.1.56.2.2.1:g_ Kocuria_unclassified

7 0.1.5.2.2.1.f__Micromonosporaceae_unclassifie
7 0.1.56.2.2.1.g_ Actinoplanes_unclassified

7 0.1.56.2.2.1.g_ Catellatospora_unclassified

7 0.1.5.2.2.1.g_ Dactylosporangium_unclassified
7 0.1.5.2.2.1:s_ fulva

7 0.1.5.2.2.1.g_ Micromonospora_unclassified

7 0.1.5.2.2.1.g_ Pilimelia_unclassified

7 0.1.5.2.2.1:s__ochraceum

7 0.1.5.2.2.1'g_ Mycobacterium_unclassified

7 0.1.5.2.2.1's__gordonae

7 0.1.5.2.2.1's_vaccae

7 0.1.5.2.2.11f Nakamurellaceae_unclassified

7 0.1.5.2.2.11s_ flavidus

7 0.1.5.2.2.11s__multipartita

7 0.1.5.2.2.1'g__Rhodococcus_unclassified

7 0.1.5.2.2.1 s__equi

7 0.1.5.2.2.1's_ globerulus

7 0.1.5.2.2.1if Nocardioidaceae_unclassified

7 0.1.5.2.2.1ig__ Friedmanniella_unclassified

7 0.1.5.2.2.1ig__Marmoricola_unclassified

7 0.1.5.2.2.1is__bigeumensis

7 0.1.5.2.2.1is__korecus

7 0.1.5.2.2.1ig__Nocardioides_unclassified

7 0.1.5.2.2.1is__halotolerans

7 0.1.56.2.2.1is__terrigena

7 0.1.5.2.2.1ig_ Pimelobacter_unclassified

7 0.1.5.2.2.1ig_ Propionicimonas_unclassified

7 0.1.5.2.2.1'f _Propionibacteriaceae_unclassified
7 0.1.5.2.2.1's__acnes
7 0.1.5.2.2.21f _Pseudonocardiaceae_unclassified
7 0.1.5.2.2.21g_ Pseudonocardia_unclassified

7 0.1.56.2.2.2 f__Sporichthyaceae_unclassified

7 0.1.5.2.2.2:f Streptomycetaceae_unclassified
7 0.1.5.2.2.2:g_ Streptomyces_unclassified

7 0.1.5.2.2.2:s__mashuensis

7 0.1.5.2.2.2s__purpeofuscus
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7 0.1.5.2.2.2:f__Streptosporangiaceae_unclassifie
7 0.1.5.2.2.2:.f_Thermomonosporaceae_unclassif
7 0.1.5.2.2.2:s__iriomotensis

7 0.1.56.2.2.2.g_ Actinomadura_unclassified

7 0.1.5.2.2.2:s__vinacea

7 0.1.5.2.2.2's__serinedens

7 0.1.5.2.2.210__Actinomycetales_unclassified

7 0.1.5.3.1.1.0__0319-7L14 unclassified

7 0.1.5.4.1.1.c_ OPB41 unclassified

7 0.1.5.5.1.1.c_ Thermoleophilia_unclassified

7 0.1.5.5.2.1.f AK1AB1 02E unclassified

7 0.1.5.5.2.2.f Gaiellaceae_unclassified

7 0.1.5.5.2.2.s__occulta

7 0.1.5.5.2.3.0__Gaiellales_unclassified

7 0.1.5.5.3.1.f Conexibacteraceae _unclassified
7 0.1.5.5.3.1.g_ Conexibacter_unclassified

7 0.1.5.5.3.2.f Patulibacteraceae_unclassified

7 0.1.56.5.3.3.g_ Solirubrobacter_unclassified

7 0.1.5.5.3.4.0__Solirubrobacterales_unclassified
70.1.6.1.1.1.c__0319-6E2 unclassified

7 0.1.6.2.1.1.f Armatimonadaceae_unclassified
7 0.1.6.2.1.1.g__ Armatimonas_unclassified
70.1.6.2.1.1.g  CLO-1_unclassified
70.1.6.2.2.1.0 _FW68 unclassified

7 0.1.6.3.1.1.f _Chthonomonadaceae_unclassified
7 0.1.6.3.1.1.g_ Chthonomonas_unclassified

7 0.1.6.3.2.1.0__SJA-22 unclassified

7 0.1.6.4.1.1.c__ OPB50_unclassified

7 0.1.6.5.1.1.c_ SHA-37 unclassified

7 0.1.6.6.1.1.c_ SJA-176_unclassified

7 0.1.6.6.2.1.0__GAB-B06_unclassified

7 0.1.6.6.3.1.0__RB046_unclassified

7 0.1.6.6.4.1.0__TP122 unclassified

7 0.1.6.7.1.1.f _[Fimbriimonadaceae] unclassifie
7 0.1.6.7.1.1.g_ Fimbriimonas_unclassified

7 0.1.7.1.1.1.c_ PRR-11 unclassified

7 0.1.8.1.1.1.f _ BA008_ unclassified

7 0.1.8.1.1.2.g_ Bacteroides_unclassified

7 0.1.8.1.1.2.s__acidifaciens
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7 0.1.8.1.1.2.s_ fragilis

7 0.1.8.1.1.3.f _Marinilabiaceae_unclassified

7 0.1.8.1.1.3.s__xylanolytica

7 0.1.8.1.1.3.s__xylanolyticum

7 0.1.8.1.1.4.f__Porphyromonadaceae_unclassifie
7 0.1.8.1.1.4.g_ Paludibacter_unclassified

7 0.1.8.1.1.4.s__sulfuriphila

7 0.1.8.1.1.4.s__acetatigenes

7 0.1.8.1.1.5.g_ Prevotella_unclassified

7 0.1.8.1.1.5.s_ _copri

7 0.1.8.1.1.6.g_ BIlvii28 unclassified

7 0.1.8.1.1.7.f _SB-1 unclassified

7 0.1.8.1.1.8.f__p-2534-18B5_unclassified

7 0.1.8.1.1.9.0__ Bacteroidales_unclassified

7 0.1.8.2.1.1.f _Cytophagaceae_unclassified

7 0.1.8.2.1.1.g  Cytophaga_unclassified

7 0.1.8.2.1.1.g  Dyadobacter_unclassified

7 0.1.8.2.1.1.g_ Emticicia_unclassified

7 0.1.8.2.1.1.g_ Flectobacillus_unclassified

7 0.1.8.2.1.1.g_ Hymenobacter_unclassified

7 0.1.8.2.1.1.g  Leadbetterella_unclassified

7 0.1.8.2.1.1.g_ Rudanella_unclassified

7 0.1.8.2.1.1.g_ Runella_unclassified

7 0.1.8.2.1.1.s__aquaeclarae

7 0.1.8.2.1.1.g_ Spirosoma_unclassified

7 0.1.8.2.1.1.g_ Sporocytophaga_unclassified
7 0.1.8.2.1.2.g  Candidatus_Amoebophilus_uncla
7 0.1.8.2.1.2.g  Ucs1325 unclassified

7 0.1.8.2.1.3.0__Cytophagales_unclassified

7 0.1.8.3.1.1.f__Cryomorphaceae_unclassified
7 0.1.8.3.1.1.g_ Fluviicola_unclassified

7 0.1.8.3.1.2.f _Flavobacteriaceae_unclassified
7 0.1.8.3.1.2.g_ Flavobacterium_unclassified

7 0.1.8.3.1.2.s__columnare

7 0.1.8.3.1.2.s__frigidarium

7 0.1.8.3.1.2.s__gelidilacus

7 0.1.8.3.1.2.s__succinicans

7 0.1.8.3.1.3.f _[Weeksellaceae] unclassified
7 0.1.8.3.1.3.g_ Chryseobacterium_unclassified
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7 0.1.8.3.1.3.g_ Cloacibacterium_unclassified
7 0.1.8.3.1.3.g_ Wautersiella_unclassified

7 0.1.8.3.1.4.0__Flavobacteriales_unclassified
7 0.1.8.4.1.1.f__Sphingobacteriaceae_unclassified
7 0.1.8.4.1.1.s__MBIC4147

7 0.1.8.4.1.1.g_ Mucilaginibacter_unclassified
7 0.1.8.4.1.1.s_ _composti

7 0.1.8.4.1.1.s__daejeonensis

7 0.1.8.4.1.1.s__jinjuensis

7 0.1.8.4.1.1.s__kameinonensis

7 0.1.8.4.1.1.s_ paludis

7 0.1.8.4.1.1.s_ rigui

7 0.1.8.4.1.1.s__ximonensis

7 0.1.8.4.1.1.g  Pedobacter_unclassified

7 0.1.8.4.1.1.s__daechungensis

70.1.8.4.1.1.s_ oryzae

7 0.1.8.4.1.1.g_ Sphingobacterium_unclassified
7 0.1.8.4.1.1.s__multivorum

7 0.1.8.4.1.2.0__Sphingobacteriales_unclassified
7 0.1.8.5.1.1.c__VC2_ 1 Bac22 unclassified

7 0.1.8.6.1.1.f Rhodothermaceae_unclassified
7 0.1.8.7.1.1.f_Chitinophagaceae_unclassified
7 0.1.8.7.1.1.g_ Chitinophaga_unclassified

7 0.1.8.7.1.1.s__arvensicola

7 0.1.8.7.1.1.g_ Ferruginibacter_unclassified

7 0.1.8.7.1.1.s__alkalilentus

7 0.1.8.7.1.1.s__lapsinanis

7 0.1.8.7.1.1.s__lacunae

7 0.1.8.7.1.1.g_ Flavihumibacter_unclassified

7 0.1.8.7.1.1.g_ Flavisolibacter_unclassified

7 0.1.8.7.1.1.s__cauensis

7 0.1.8.7.1.1.g_ Niabella_unclassified

7 0.1.8.7.1.1.g__ Niastella_unclassified

7 0.1.8.7.1.1.g__ Sediminibacterium_unclassified
7 0.1.8.7.1.1.g_ Segetibacter_unclassified

7 0.1.8.7.1.1.s__volvocinopsis

7 0.1.8.7.1.2.f__Saprospiraceae_unclassified

7 0.1.8.7.1.3.0__[Saprospirales]_unclassified

7 0.1.9.1.1.1.f_ Criblamydiaceae_unclassified
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7 0.1.9.1.1.1.s__lausannensis

7 0.1.9.1.1.2.f__Parachlamydiaceae_unclassified
7 0.1.9.1.1.2.g_ Candidatus_Protochlamydia_uncl
7 0.1.9.1.1.2.s__hartmannellae

7 0.1.9.1.1.2.g_ Parachlamydia_unclassified

7 0.1.9.1.1.2.s__acanthamoebae

7 0.1.9.1.1.3.g_ Candidatus_Rhabdochlamydia_ud
7 0.1.9.1.1.4.f Simkaniaceae_unclassified

7 0.1.9.1.1.4.g_ Simkania_unclassified

7 0.1.9.1.1.5.0__Chlamydiales_unclassified

7 0.1.10.1.1..0__A89 unclassified

7 0.1.10.1.2..0__C20 unclassified

7 0.1.10.1.3..0__PK329 unclassified

7 0.1.10.1.4..0__VC38 _unclassified

7 0.1.10.2.1..f__lgnavibacteriaceae_unclassified
7 0.1.10.2.1..f [Melioribacteraceae] unclassified
7 0.1.10.2.1..0__lIgnavibacteriales_unclassified

7 0.1.10.3.1..c__ OPBb56_unclassified

7 0.1.10.4.1..c__SJA-28 unclassified

7 0.1.11.1.1..c__Anaerolineae_unclassified

7 0.1.11.1.2..f SA47 unclassified

7 0.1.11.1.2..0__A31 unclassified

7 0.1.11.1.3..f _Anaerolinaceae_unclassified

7 0.1.11.1.3..g__Anaerolinea_unclassified

7 0.1.11.1.3.'s__thermolimosa

7 0.1.11.1.3. s__tardivitalis

7 0.1.11.1.3..s__saccharolytica

7 0.1.11.1.3..g_ SHD-231_unclassified

7 0.1.11.1.3..g_ T78 unclassified
70.1.11.1.3..g_ WCHB1-05_unclassified

7 0.1.11.1.4..0__CFB-26_unclassified

7 0.1.11.1.5..f _Caldilineaceae_unclassified

7 0.1.11.1.5..g_ Caldilinea_unclassified

7 0.1.11.1.6..0__GCAO004_unclassified

7 0.1.11.1.7.0__H39 unclassified

7 0.1.11.1.8. 0__OPB11_unclassified

7 0.1.11.1.9..0__S0208 unclassified

7 0.1.11.1.1Co__SB-34 unclassified

7 0.1.11.1.11f__A4b_unclassified

O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O oo O o o o o o o o

217
15

= NN RPN ol

42

17
51
28
18
10

24
35
149
18
68
149
38
25

oo W~ = = 00

10

71
11

22

17




70.1.11.1.11f SHA-31 unclassified

7 0.1.11.1.11f _SJA-101 unclassified

7 0.1.11.1.11f _0c28 unclassified

7 0.1.11.1.110__SBR1031 unclassified

7 0.1.11.1.120__ SHA-20 unclassified

7 0.1.11.1.130__SJA-15 unclassified
70.1.11.1.140__ WCHB1-50 unclassified

7 0.1.11.1.150__envOPS12 unclassified

7 0.1.11.1.1€0_ pLW-97 _unclassified
70.1.11.2.1..c__C0119 unclassified

7 0.1.11.3.1..c_ _Chloroflexi_unclassified

7 0.1.11.3.2.'s__trichoides

7 0.1.11.3.2..0__Chloroflexales_unclassified

7 0.1.11.3.3.f _[Kouleothrixaceae] unclassified
7 0.1.11.3.3. g__Kouleothrix_unclassified

7 0.1.11.4.1. f Dehalococcoidaceae _unclassified
7 0.1.11.4.1. g Dehalogenimonas_unclassified

7 0.1.11.5.1..c__Ellin6529 unclassified

7 0.1.11.6.1. c_ Gitt-GS-136_unclassified

7 0.1.11.7.1. c__Ktedonobacteria_unclassified
70.1.11.7.2. 0 B12-WMSP1_unclassified

7 0.1.11.7.3. 0 JG30-KF-AS9 unclassified

7 0.1.11.7.4. f _Ktedonobacteraceae_unclassified
7 0.1.11.7.4. g_ FFCH10602_unclassified

7 0.1.11.7.5.f_Thermogemmatisporaceae_uncla{
7 0.1.11.8.1. ¢ P2-11E_unclassified

7 0.1.11.9.1. ¢ S085 unclassified

7 0.1.11.10.1c_ SHA-26_unclassified

7 0.1.11.11.1f _ 5B-12 unclassified

7 0.1.11.11.1f _Dolo_23 unclassified

7 0.1.11.11.zf__FFCHA4570_unclassified

7 0.1.11.11.z0_ BO7_ WMSP1_unclassified

7 0.1.11.12.1c_ TK17_unclassified

7 0.1.11.12.20__mlel-48 unclassified

7 0.1.11.13.10__AKYG1722_unclassified

7 0.1.11.13.Z0__Ellin6537_unclassified

7 0.1.11.13.20__JG30-KF-CM45_unclassified
7 0.1.12.1.1..c__4C0d-2_unclassified

7 0.1.12.1.2..0__MLE1-12 unclassified
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70.1.12.1.3.
70.1.12.1.4.
70.1.12.2.1.
70.1.12.3.1.
70.1.12.3.1.
70.1.12.4.1.
70.1.12.4.2.
70.1.12.4.2.
70.1.12.4.2.
70.1.12.4.2.
70.1.12.4.2..
70.1.12.4.3.
70.1.12.4.3.
70.1.12.5.1.
70.1.12.5.1.
70.1.12.5.1.
70.1.12.5.1.
70.1.12.5.2.
70.1.12.5.2..
70.1.12.5.2..
70.1.12.5.2.
70.1.13.1.1.
70.1.13.1.2.
70.1.13.1.3.
70.1.13.1.4.
7 0.1.13.1.5.
70.1.13.1.6.
70.1.13.2.1.
70.1.14.1.1.
70.1.14.1.2.
70.1.14.2.1.
70.1.14.3.1.
70.1.14.3.1.
7 0.1.15.1.1.
7 0.1.15.1.2.
7 0.1.15.1.2.:
7 0.1.15.1.2.:
7 0.1.15.1.2.
7 0.1.15.1.2.:

o__SM1D11 unclassified

o__YS2 unclassified

c__ ML635J-21 unclassified

f Nostocaceae_unclassified
o__Nostocales_unclassified

c_ Oscillatoriophycideae_unclassifie
f Cyanobacteriaceae_unclassified
g Cyanobacterium_unclassified

g Snowella_unclassified

g Microcystis_unclassified
o__Chroococcales_unclassified

g Phormidium_unclassified

g Planktothrix_unclassified

f Pseudanabaenaceae_unclassified
g Arthronema_unclassified

g Leptolyngbya_unclassified

s_ frigida

g Acaryochloris_unclassified

f Chamaesiphonaceae_unclassified
g Chamaesiphon_unclassified

g Synechococcus_unclassified
c__Elusimicrobia_unclassified
o__Elusimicrobiales_unclassified
o_ FACS88 unclassified
o__llb_unclassified

o MD2894-B20 unclassified
o__ MVP-88 unclassified
c__Endomicrobia_unclassified

o 258ds10 unclassified
S__succinogenes

c_ SBZC 2415 unclassified

f B122 unclassified

f TSCOR003-020_unclassified
c__Bacilli_unclassified

g Alicyclobacillus_unclassified
f Bacillaceae_unclassified

g Bacillus_unclassified

s clausii

s_ flexus
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7 0.1.15.1.2.;s__foraminis

7 0.1.15.1.2.:s__horikoshii

7 0.1.15.1.2.;s__humi

7 0.1.15.1.2.;s__megaterium

7 0.1.15.1.2.;s__thermoamylovorans

7 0.1.15.1.2..g_ Oceanobacillus_unclassified
7 0.1.15.1.2.;s__globulus

7 0.1.15.1.2..f Paenibacillaceae_unclassified
7 0.1.15.1.2.:g__ Ammoniphilus_unclassified

7 0.1.15.1.2.:s__oxalaticus

7 0.1.15.1.2.:g__Aneurinibacillus_unclassified
7 0.1.15.1.2.:s__migulanus

7 0.1.15.1.2.:g_ Brevibacillus_unclassified

7 0.1.15.1.2.:s__invocatus

7 0.1.15.1.2.:s__reuszeri

7 0.1.15.1.2.:g_ Cohnella_unclassified

7 0.1.15.1.2.:g__ Paenibacillus_unclassified

7 0.1.15.1.2.:s__amylolyticus

7 0.1.15.1.2.:s__barengoltzii

7 0.1.15.1.2.:s__chondroitinus

7 0.1.15.1.2.:s__larvae

7 0.1.15.1.2.:s__kuerlensis

7 0.1.15.1.2.:s__composti

7 0.1.15.1.2..g_ Pasteuria_unclassified

7 0.1.15.1.2..s__goettingianae

7 0.1.15.1.2.!'f _Planococcaceae_unclassified
7 0.1.15.1.2.!g_ Bacillus_unclassified

7 0.1.15.1.2.!s__psychrodurans

7 0.1.15.1.2.!g__Lysinibacillus_unclassified

7 0.1.15.1.2.!'s__massiliensis

7 0.1.15.1.2.!g__Paenisporosarcina_unclassified
7 0.1.15.1.2.!g__ Planomicrobium_unclassified
7 0.1.15.1.2.!g _ Rummeliibacillus_unclassified
7 0.1.15.1.2.!g__ Solibacillus_unclassified

7 0.1.15.1.2.!g__Sporosarcina_unclassified

7 0.1.15.1.2.!g__Ureibacillus_unclassified

7 0.1.15.1.2.1g__Pullulanibacillus_unclassified
7 0.1.15.1.2. g__Staphylococcus_unclassified
7 0.1.15.1.2."s__pettenkoferi
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7 0.1.15.1.2.if__Thermoactinomycetaceae_unclas
7 0.1.15.1.2.ig__Laceyella_unclassified

7 0.1.15.1.2.ig__ Planifilum_unclassified

7 0.1.15.1.2.is__sanguinis

7 0.1.15.1.2.is__dichotomicum

7 0.1.15.1.2.'g__ Exiguobacterium_unclassified
7 0.1.15.1.2..0__Bacillales_unclassified

7 0.1.15.1.3..f__Haloplasmataceae_unclassified
7 0.1.15.1.4..f Aerococcaceae_unclassified

7 0.1.15.1.4. g Facklamia_unclassified

7 0.1.15.1.4. s__balaenopterae

7 0.1.15.1.4.;g_ Trichococcus_unclassified

7 0.1.15.1.4..f Enterococcaceae_unclassified
7 0.1.15.1.4.:g__Enterococcus_unclassified

7 0.1.15.1.4.:s__halophilus

7 0.1.15.1.4..g_ Leuconostoc_unclassified

7 0.1.15.1.4..s_ cibaria

7 0.1.15.1.4.!g__ Streptococcus_unclassified

7 0.1.15.1.4.10__Lactobacillales_unclassified

7 0.1.15.1.5. g Turicibacter_unclassified

7 0.1.15.2.1..c_ Clostridia_unclassified

7 0.1.15.2.2..g_ Caldicoprobacter_unclassified
7 0.1.15.2.2..f _Christensenellaceae_unclassified
7 0.1.15.2.2..f _Clostridiaceae_unclassified

7 0.1.15.2.2..g__ Caloramator_unclassified

7 0.1.15.2.2..g_ Clostridium_unclassified

7 0.1.15.2.2..s__acetobutylicum

7 0.1.15.2.2..s__bowmanii

7 0.1.15.2.2.)s__butyricum

7 0.1.15.2.2.:s__celatum

7 0.1.15.2.2..s__cellulovorans

7 0.1.15.2.2..s__intestinale

7 0.1.15.2.2.'s__ljungdahlii

7 0.1.15.2.2.:s__neonatale

7 0.1.15.2.2..s__paraputrificum

7 0.1.15.2.2.:s__pasteurianum

7 0.1.15.2.2.s__stercorarium

7 0.1.15.2.2..s__subterminale

7 0.1.15.2.2.s__thermopalmarium
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7 0.1.15.2.2.:s__tyrobutyricum

7 0.1.15.2.2.:g__Geosporobacter_Thermotalea_un
7 0.1.15.2.2.:g_ Oxobacter_unclassified

7 0.1.15.2.2..g_ Dehalobacterium_unclassified
7 0.1.15.2.2.'f EtOHS8 unclassified

7 0.1.15.2.2.1g__Acetobacterium_unclassified

7 0.1.15.2.2.1g__Anaerofustis_unclassified

7 0.1.15.2.2.1g__Garciella_unclassified

7 0.1.15.2.2. f _Gracilibacteraceae_unclassified
7 0.1.15.2.2. g Gracilibacter_unclassified

7 0.1.15.2.2. g Lutispora_unclassified

7 0.1.15.2.2.if__Lachnospiraceae_unclassified

7 0.1.15.2.2.is__xylanolyticus

7 0.1.15.2.2.ig__ Butyrivibrio_unclassified

7 0.1.15.2.2.ig__ Clostridium_unclassified

7 0.1.15.2.2.is__fimetarium

7 0.1.15.2.2.is__xylanolyticum

7 0.1.15.2.2.ig__Coprococcus_unclassified

7 0.1.15.2.2.is__saccharophila

7 0.1.15.2.2.ig__Epulopiscium_unclassified

7 0.1.15.2.2.ig__Roseburia_unclassified

7 0.1.15.2.2.is__faecis

7 0.1.15.2.2.is__inulinivorans

7 0.1.15.2.2.'f _Peptococcaceae_unclassified

7 0.1.15.2.2.'g__Dehalobacter_Syntrophobotulus_
7 0.1.15.2.2.'s__meridiei

7 0.1.15.2.2.'g__ Desulfotomaculum_unclassified
7 0.1.15.2.2.'g__ Pelotomaculum_unclassified

7 0.1.15.2.2.'¢g WCHB1-84_unclassified

7 0.1.15.2.2..f _Peptostreptococcaceae_unclassif
7 0.1.15.2.2..g_ Clostridium_unclassified

7 0.1.15.2.2.'s__ruminantium

7 0.1.15.2.2. g_ Tepidibacter_unclassified

7 0.1.15.2.2. s__difficile

7 0.1.15.2.2..f _Ruminococcaceae_unclassified
7 0.1.15.2.2..s__cellulosolvens

7 0.1.15.2.2.'s__pullicaecorum

7 0.1.15.2.2..s__alkalithermophilus

7 0.1.15.2.2..g_ Clostridium_unclassified
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7 0.1.15.2.2.'s__cellobioparum 0 3
7 0.1.15.2.2.'s__hungatei 0 2
7 0.1.15.2.2.'s__papyrosolvens 0 1
7 0.1.15.2.2.'s__sufflavum 0 1
7 0.1.15.2.2.'s__thermosuccinogenes 0 1
7 0.1.15.2.2. g_ Ethanoligenens_unclassified 0 23
7 0.1.15.2.2..s__prausnitzii 0 1
7 0.1.15.2.2..g_ Oscillospira_unclassified 0 2
7 0.1.15.2.2. g Ruminococcus_unclassified 0 18
7 0.1.15.2.2.'s__termitidis 0 61
7 0.1.15.2.2. f__Symbiobacteriaceae_unclassified 0 1
7 0.1.15.2.2. g Symbiobacterium_unclassified 0 2
7 0.1.15.2.2.'s__thermophilum 0 4
7 0.1.15.2.2. g Syntrophomonas_unclassified 0 11
7 0.1.15.2.2..f Veillonellaceae_unclassified 0 604
7 0.1.15.2.2.'s__longum 0 2
7 0.1.15.2.2. g Anaeromusa_unclassified 0 5
7 0.1.15.2.2. s__glycerini 0 10
7 0.1.15.2.2.'s__hongkongensis 0 5
7 0.1.15.2.2. g BSV43 unclassified 0 16
7 0.1.15.2.2.'s__quercicolus 0 8
7 0.1.15.2.2..g  GO7_unclassified 0 6
7 0.1.15.2.2..g_ Pelosinus_unclassified 0 6
7 0.1.15.2.2.'s__arboris 0 11
7 0.1.15.2.2..s__hippei 0 19
7 0.1.15.2.2..g__Selenomonas_unclassified 0 1
7 0.1.15.2.2.'s__lacticifex 0 1
7 0.1.15.2.2..g__Sporomusa_unclassified 0 23
7 0.1.15.2.2..s__polytropa 0 5
7 0.1.15.2.2.. g vadinHB04_unclassified 0 2
7 0.1.15.2.2..f _[Acidaminobacteraceae] unclassi 0 1
7 0.1.15.2.2..g_ Acidaminobacter_unclassified 0 1
7 0.1.15.2.2..g_ Fusibacter_unclassified 0 1
7 0.1.15.2.2..g__Anaerovorax_unclassified 0 13
7 0.1.15.2.2..g__Sedimentibacter_unclassified 0 2
7 0.1.15.2.2..0__ Clostridiales_unclassified 0 198
7 0.1.15.2.3..f _Halanaerobiaceae_unclassified 0 2
7 0.1.15.2.4. 0__MBAOS8_unclassified 0 4
7 0.1.15.2.5..g  Ab5 D21 unclassified 0 1




7 0.1.15.2.5. g_ Dethiobacter_unclassified

7 0.1.15.25.:f ML1228J-1 unclassified

7 0.1.15.2.5..f YAB3B13 unclassified

7 0.1.15.2.6..0__OPB54 _unclassified

7 0.1.15.2.7.f D2 unclassified

7 0.1.15.2.7..0__SHA-98 unclassified

7 0.1.15.2.8.f _Thermoanaerobacteraceae_uncla
7 0.1.15.2.8. g Thermacetogenium_unclassified
7 0.1.16.1.1. ¢ 3BR-5F unclassified

7 0.1.16.2.1..c__ BB34 unclassified

7 0.1.16.3.1..c__BD1-5 unclassified

7 0.1.16.4.1..c__ GKS2-174 unclassified

7 0.1.17.1.1..c__ GN15 unclassified

7 0.1.18.1.1.c__Gemm-1_unclassified

7 0.1.18.2.1..¢c__Gemmatimonadetes_unclassified
7 0.1.18.2.2..0__Ellin5290 unclassified

7 0.1.18.2.3..f Al1-Bl unclassified

7 0.1.18.2.3.:f _Ellin5301 _unclassified

7 0.1.18.2.3.:g__Gemmatimonas_unclassified

7 0.1.18.2.4. 0 KD8-87 _unclassified

7 0.1.18.25..0__ N1423WL_unclassified

7 0.1.19.1.1. p_ H-178 unclassified

7 0.1.20.1.1..¢c._GNO6_unclassified

7 0.1.21.1.1. p__Kazan-3B-28 unclassified

7 0.1.22.1.1..f_Victivallaceae_unclassified

7 0.1.23.1.1.. p__MVS-104_unclassified
70.1.24.1.1. c__12-24 unclassified
70.1.24.1.2. 0 JH-WHS47 unclassified

7 0.1.25.1.1. ¢ TSBWO8 unclassified

7 0.1.26.1.1. f__0319-6A21_unclassified
70.1.26.1.1..g_ 4-29 unclassified

7 0.1.26.1.1.:g__Nitrospira_unclassified

7 0.1.26.1.1..g__Leptospirillum_unclassified

7 0.1.26.1.1.!f _[Thermodesulfovibrionaceae] ung
7 0.1.26.1.1.!g  DCE29 unclassified

7 0.1.26.1.1.!g  GOUTA19 unclassified

7 0.1.26.1.1.!g_ HB118 unclassified

7 0.1.26.1.1.!g_ LCP-6_unclassified

7 0.1.27.1.1. ¢c_ ABY1 unclassified
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7 0.1.27.2.1..c__ Mb-NB09 _unclassified

7 0.1.27.3.1..c__ SM2F11 _unclassified

7 0.1.27.4.1. ¢ ZB? unclassified

7 0.1.28.1.1..c__OP11-3 unclassified

7 0.1.28.2.1. ¢ WCHB1-64 unclassified

7 0.1.28.2.2. 0__K2-4-19 unclassified

7 0.1.28.2.3..0__d153 unclassified

7 0.1.29.1.1..c__ OP8 1 unclassified

7 0.1.29.1.2..0__SHA-124 unclassified

7 0.1.30.1.1..c__028H05-P-BN-P5_unclassified
7 0.1.30.2.1..c__BD7-11 unclassified

7 0.1.30.3.1..0__d113 unclassified

7 0.1.30.4.1..0__CL500-15 _unclassified

7 0.1.30.4.2. 0__agg?27 _unclassified

7 0.1.30.5.1. c_ Phycisphaerae_unclassified
7 0.1.30.5.2..0__ AKAU3564 unclassified

7 0.1.30.5.3..0__CPla-3_unclassified

7 0.1.30.5.4.. 0. MSBL9 unclassified

7 0.1.30.5.5..f_Phycisphaeraceae_unclassified
7 0.1.30.5.5.;0_ Phycisphaerales_unclassified
7 0.1.30.5.6..0__Plal unclassified

7 0.1.30.5.7. 0 WD?2101 unclassified

7 0.1.30.5.8. 0. mlel-8 unclassified

7 0.1.30.6.1. ¢c__Pla3_unclassified

7 0.1.30.7.1..c__Planctomycetia_unclassified
7 0.1.30.7.2..0__B97 unclassified

7 0.1.30.7.3. f _Gemmataceae_unclassified
7 0.1.30.7.3..g__Gemmata_unclassified

7 0.1.30.7.3..s__obscuriglobus

7 0.1.30.7.3..f_Isosphaeraceae_unclassified
7 0.1.30.7.3.;g_ Nostocoida_unclassified

7 0.1.30.7.3.:s__limicola

7 0.1.30.7.3..g__Singulisphaera_unclassified
7 0.1.30.7.3..0__Gemmatales_unclassified

7 0.1.30.7.4..f _Pirellulaceae_unclassified

7 0.1.30.7.4..g_ Al7 _unclassified

7 0.1.30.7.4. g Pirellula_unclassified

7 0.1.30.7.4. g__planctomycete_unclassified
7 0.1.30.7.5..g_ Planctomyces_unclassified
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7 0.1.30.8.1..0__DH61 unclassified

7 0.1.30.8.2. 0_ PeHg47_unclassified

7 0.1.31.1.1. c__Alphaproteobacteria_unclassified
7 0.1.31.1.2..0__BD7-3 unclassified

7 0.1.31.1.3..f _Caulobacteraceae_unclassified
7 0.1.31.1.3.'s__fusiformis

7 0.1.31.1.3.'s__biprosthecium

7 0.1.31.1.3..g_ Brevundimonas_unclassified

7 0.1.31.1.3.'s__diminuta

7 0.1.31.1.3.'s__staleyi

7 0.1.31.1.3.'s__vesicularis

7 0.1.31.1.3..g_ Caulobacter_unclassified

7 0.1.31.1.3.'s__henricii

7 0.1.31.1.3.'s__vibrioides

7 0.1.31.1.3. g_ Mycoplana_unclassified

7 0.1.31.1.3. g_ Phenylobacterium_unclassified
7 0.1.31.1.4..0__Ellin329 unclassified

7 0.1.31.1.5.f Aurantimonadaceae_unclassified
7 0.1.31.1.5. g Aurantimonas_unclassified

7 0.1.31.1.5.'s__ureilytica

7 0.1.31.1.5..f__ Beijerinckiaceae_unclassified
7 0.1.31.1.5.:s__aurea

7 0.1.31.1.5.:s__ligni

7 0.1.31.1.5..f _Bradyrhizobiaceae_unclassified
7 0.1.31.1.5.'g__Afipia_unclassified

7 0.1.31.1.5.s__broomeae

7 0.1.31.1.5.:g_ Balneimonas_unclassified

7 0.1.31.1.5.:s__denitrificans

7 0.1.31.1.5.:s__genosp.

7 0.1.31.1.5.:s__elkanii

7 0.1.31.1.5..f__Hyphomicrobiaceae_unclassified
7 0.1.31.1.5..g_ Devosia_unclassified

7 0.1.31.1.5..g_ Filomicrobium_unclassified

7 0.1.31.1.5..g_ Hyphomicrobium_unclassified
7 0.1.31.1.5..s__sulfonivorans

7 0.1.31.1.5..s__zavarzinii

7 0.1.31.1.5..g  Pedomicrobium_unclassified

7 0.1.31.1.5.:s__australicum

7 0.1.31.1.5..s__vannielii
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7 0.1.31.1.5..g_ Rhodoplanes_unclassified

7 0.1.31.1.5..s__elegans

7 0.1.31.1.5.:s__indica

7 0.1.31.1.5.'f__Methylobacteriaceae_unclassified
7 0.1.31.1.5.!s__magnetotacticum

7 0.1.31.1.5.!g_ Methylobacterium_unclassified
7 0.1.31.1.5.!'s__adhaesivum

7 0.1.31.1.5.!s__komagatae

7 0.1.31.1.5.'s__mesophilicum

7 0.1.31.1.5.1f__Methylocystaceae_unclassified
7 0.1.31.1.5.1g_ Methylosinus_unclassified

7 0.1.31.1.5.1s__sporium

7 0.1.31.1.5.1g_ Pleomorphomonas_unclassified
7 0.1.31.1.5.1s__oryzae

7 0.1.31.1.5./1g_ Rhodoblastus_unclassified

7 0.1.31.1.5.ts__acidophilus

7 0.1.31.1.5.1s__sphagnicola

7 0.1.31.1.5.'f__Phyllobacteriaceae_unclassified
7 0.1.31.1.5.'s__aerolatum

7 0.1.31.1.5.'g__Mesorhizobium_unclassified

7 0.1.31.1.5."s__ciceri

7 0.1.31.1.5.s__loti

7 0.1.31.1.5.if _Rhizobiaceae_unclassified

7 0.1.31.1.5.ig__Agrobacterium_unclassified

7 0.1.31.1.5.is__undicola

7 0.1.31.1.5.is_ vitis

7 0.1.31.1.5.ig__ Kaistia_unclassified

7 0.1.31.1.5.ig__ Rhizobium_unclassified

7 0.1.31.1.5.is__daejeonense

7 0.1.31.1.5.is__giardinii

7 0.1.31.1.5.is__selenitireducens

7 0.1.31.1.5.'g__Afifella_unclassified

7 0.1.31.1.5..f _Xanthobacteraceae_unclassified
7 0.1.31.1.5. g_ Ancylobacter_unclassified

7 0.1.31.1.5..s__dichloromethanicus

7 0.1.31.1.5..s__doebereinerae

7 0.1.31.1.5. g__Labrys_unclassified

7 0.1.31.1.5..g_ Xanthobacter_unclassified

7 0.1.31.1.5.'s__autotrophicus
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7 0.1.31.1.5.'s__flavus

7 0.1.31.1.5..0__Rhizobiales_unclassified

7 0.1.31.1.6.. f__Hyphomonadaceae_unclassified
7 0.1.31.1.6.'s__maritima

7 0.1.31.1.6..f Rhodobacteraceae_unclassified
7 0.1.31.1.6.:s__aminovorans

7 0.1.31.1.6.;s__kawasakiensis

7 0.1.31.1.6.;g_ Rhodobacter_unclassified

7 0.1.31.1.6..0__Rhodobacterales_unclassified
7 0.1.31.1.7.f _Acetobacteraceae_unclassified
7 0.1.31.1.7. g_ Acidisoma_unclassified

7 0.1.31.1.7. s__globiformis

7 0.1.31.1.7. s__lipocyclicus

7 0.1.31.1.7. s__atsumiense

7 0.1.31.1.7. g¢_ Roseomonas_unclassified

7 0.1.31.1.7..s__lacus

7 0.1.31.1.7..f__Rhodospirillaceae_unclassified
7 0.1.31.1.7..g_ Azospirillum_unclassified

7 0.1.31.1.7..s__amazonense

7 0.1.31.1.7.;s__irakense

7 0.1.31.1.7.;s__massiliensis

7 0.1.31.1.7..s__mobilis

7 0.1.31.1.7.:s__litoralis

7 0.1.31.1.7..s__aerosaccus

7 0.1.31.1.7..g__Magnetospirillum_unclassified
7 0.1.31.1.7..s__indicum

7 0.1.31.1.7..g_ Phaeospirillum_unclassified

7 0.1.31.1.7.:s_ fulvum

7 0.1.31.1.7..s__massiliensis

7 0.1.31.1.7..g_ Skermanella_unclassified

7 0.1.31.1.7.:s__humosa

7 0.1.31.1.7..g_ Telmatospirillum_unclassified
7 0.1.31.1.7..s__siberiense

7 0.1.31.1.7..0__Rhodospirillales_unclassified

7 0.1.31.1.8..f _Rickettsiaceae_unclassified

7 0.1.31.1.8..g__ Rickettsia_unclassified

7 0.1.31.1.8..s__Rickettsia_endosymbiont_of Der
7 0.1.31.1.8.:0__Rickettsiales_unclassified

7 0.1.31.1.9..f _Erythrobacteraceae_unclassified
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7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
7 0.1.31.1.9.
70.1.31.2.1.
70.1.31.2.2.
70.1.31.2.2..
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.:
7 0.1.31.2.3.:
7 0.1.31.2.3.:
7 0.1.31.2.3.:
7 0.1.31.2.3.:
7 0.1.31.2.3.:
7 0.1.31.2.3.:

S__ramosum
f__Sphingomonadaceae_unclassified
s__natatoria

g Kaistobacter_unclassified

g Novosphingobium_unclassified
s_ capsulatum

s_ naphthalenivorans

s_ nitrogenifigens

S__resinovorum

s_ limnophila

g Sphingobium_unclassified
s__estrogenivorans

s_ yanoikuyae

g Sphingomonas_unclassified
s__asaccharolytica

s__azotifigens

s__echinoides

s__mali

s_ oligophenolica

s wittichii

s_ yabuuchiae

0o_ Sphingomonadales_unclassified
c_ Betaproteobacteria_unclassified
f EB1003 unclassified

f UDb5 _unclassified

f Alcaligenaceae_unclassified

g Pusillimonas_unclassified

f Burkholderiaceae unclassified
g Burkholderia_unclassified

s_ bryophila

s gladioli

s__tuberum

f _Comamonadaceae_unclassified
g Acidovorax_unclassified
S__avenae

s__citrulli

s__delafieldii

s__radicis

s__temperans
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70.1.31.2.3.
70.1.31.2.3.
70.1.31.2.3.
70.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.
7 0.1.31.2.3.

s_fontana

s__tertiaricarbonis
s__koreensis

g Comamonas_unclassified

g Curvibacter_unclassified

g Delftia_unclassified

s__ nitroreducens

g Hydrogenophaga_unclassified
s_ gracilis

s__inkyongensis

g Leptothrix_unclassified
s__mobilis

g Methylibium_unclassified
s__ chitosanitabida

g Paucibacter_unclassified

g Pelomonas_unclassified
S__puraquae

s_ saccharophila

g Polaromonas_unclassified
s__intermedius

g Ramlibacter_unclassified

g Rhodoferax_unclassified
s__depolymerans

s_ gelatinosus
s__boronicumulans

s_ paradoxus

s__aerolatus

f Oxalobacteraceae _unclassified
g Cupriavidus_unclassified

s_ gilardii

g Herbaspirillum_unclassified
s__autotrophicum
s__rhizosphaerae

g Herminiimonas_unclassified
s__aquatilis

s_ glaciei

g Massilia_unclassified
S__aurea

s__dura
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7 0.1.31.2.3.:s__haematophila

7 0.1.31.2.3.:s__niabensis

7 0.1.31.2.3.:s__niastensis

7 0.1.31.2.3.:s__timonae

7 0.1.31.2.3..g__Ralstonia_unclassified

7 0.1.31.2.3.!0__Burkholderiales_unclassified
7 0.1.31.2.4. 0__Ellin6067_unclassified

7 0.1.31.2.5. g_ Gallionella_unclassified

7 0.1.31.2.6. g_ Thiobacillus_unclassified

7 0.1.31.2.7. 0__1S-44 unclassified

7 0.1.31.2.8.0.__MND1_unclassified

7 0.1.31.2.9. f__Methylophilaceae_unclassified
7 0.1.31.2.9. g Methylotenera_unclassified

7 0.1.31.2.9..s__mobilis

7 0.1.31.2.9.'s__versatilis

7 0.1.31.2.1Cf__Neisseriaceae_unclassified

7 0.1.31.2.1Cs__magnusonii

7 0.1.31.2.1Cs__tainanensis

7 0.1.31.2.1Cs__aquatile

7 0.1.31.2.1Cs__taiwanensis

7 0.1.31.2.1Cg_ Chromobacterium_unclassified
7 0.1.31.2.1Cg_ Deefgea_unclassified

7 0.1.31.2.1Cs__citricus

7 0.1.31.2.1Cs__subflava

7 0.1.31.2.1Cg_ Vogesella_unclassified

7 0.1.31.2.11f _Nitrosomonadaceae_unclassified
7 0.1.31.2.11s__tenuis

7 0.1.31.2.12f _Procabacteriaceae_unclassified
7 0.1.31.2.1zs__oryzae

7 0.1.31.2.1zg_ Procabacter_unclassified

7 0.1.31.2.13f _Rhodocyclaceae unclassified
7 0.1.31.2.1%s__indigens

7 0.1.31.2.12g_ Azospira_unclassified

7 0.1.31.2.1%s__restricta

7 0.1.31.2.12g_ Dechloromonas_unclassified
7 0.1.31.2.1%s__fungiphilus

7 0.1.31.2.13s__indolicum

7 0.1.31.2.12g_ Dokb9_unclassified

7 0.1.31.2.13s__toluolica

O O O O O O O O O O O O O O O O O O O O O O O O O O O O O O oo O o o o o o o o

e = = ) S =

497
26

w o W — e
ON W ~N 01 &~ W

= 01 O kP, W W W Ok, BN w DN

703

11

20

62




7 0.1.31.2.12g_ K82_unclassified

7 0.1.31.2.12g_ KD1-23_unclassified

7 0.1.31.2.12g_ Methyloversatilis_unclassified

7 0.1.31.2.12g_ Propionivibrio_unclassified

7 0.1.31.2.12g_ Rhodocyclus_unclassified

7 0.1.31.2.12g__ Sterolibacterium_unclassified

7 0.1.31.2.12g_ Sulfuritalea_unclassified

7 0.1.31.2.12g_ Thauera_unclassified

7 0.1.31.2.12g_ Uliginosibacterium_unclassified
7 0.1.31.2.12g_ Zoogloea_unclassified

7 0.1.31.2.140__SBlal4 unclassified

7 0.1.31.2.150__ SC-1-84 unclassified

7 0.1.31.3.1. c_ Deltaproteobacteria_unclassified
7 0.1.31.3.2..0__BPCO076_unclassified

7 0.1.31.3.3. g_ Bdellovibrio_unclassified

7 0.1.31.3.3.'s__bacteriovorus

7 0.1.31.3.4..f Desulfarculaceae_unclassified

7 0.1.31.3.5..f Desulfobacteraceae unclassified
7 0.1.31.3.5.:f Desulfobulbaceae_unclassified
7 0.1.31.3.5..g_ Desulfobulbus_unclassified

7 0.1.31.3.5.;s__rhabdoformis

7 0.1.31.3.5..;s__thiozymogenes

7 0.1.31.3.5.:g__Nitrospina_unclassified

7 0.1.31.3.5.-0__Desulfobacterales_unclassified
7 0.1.31.3.6..f _Desulfovibrionaceae_unclassified
7 0.1.31.3.6..g_ Desulfovibrio_unclassified

7 0.1.31.3.6.'s__mexicanus

7 0.1.31.3.6..s__putealis

7 0.1.31.3.6..0__Desulfovibrionales_unclassified
7 0.1.31.3.7..g__Geobacter_unclassified

7 0.1.31.3.7. s__lovleyi

7 0.1.31.3.7..g_ Desulfuromonas_unclassified

7 0.1.31.3.7.:s__michiganensis

7 0.1.31.3.7..0__Desulfuromonadales_unclassified
7 0.1.31.3.8..0__FAC87_unclassified

7 0.1.31.3.9..0__MBNT15_unclassified

7 0.1.31.3.1Co__ MIZ46_unclassified

7 0.1.31.3.11f__0319-6G20_unclassified

7 0.1.31.3.11f _ Cystobacteraceae_unclassified
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7 0.1.31.3.11g_ Cystobacter_unclassified

7 0.1.31.3.11s__fuscus

7 0.1.31.3.11s__minus

7 0.1.31.3.11s__violaceus

7 0.1.31.3.11f__Cystobacterineae_unclassified

7 0.1.31.3.11f__Haliangiaceae_unclassified

7 0.1.31.3.11g_ Haliangium_unclassified

7 0.1.31.3.11g__Anaeromyxobacter_unclassified
7 0.1.31.3.11f__Nannocystaceae_unclassified

7 0.1.31.3.11g__Nannocystis_unclassified

7 0.1.31.3.11g_ Plesiocystis_unclassified

7 0.1.31.3.11f _OM27 _unclassified

7 0.1.31.3.11f__Polyangiaceae_unclassified

7 0.1.31.3.11s__fasciculatus

7 0.1.31.3.11s__cruenta

7 0.1.31.3.11s__flava

7 0.1.31.3.11g_ Polyangium_unclassified

7 0.1.31.3.110__Myxococcales_unclassified

7 0.1.31.3.12f JTB38 unclassified

7 0.1.31.3.120__ NKB15 unclassified

7 0.1.31.3.140__ Spirobacillales_unclassified

7 0.1.31.3.15f _Syntrophaceae_unclassified

7 0.1.31.3.1tg_ Desulfobacca_unclassified

7 0.1.31.3.1tg_ Desulfomonile_unclassified

7 0.1.31.3.1£g_ Syntrophus_unclassified

7 0.1.31.3.15f _Syntrophobacteraceae_unclassifig
7 0.1.31.3.1ts__adipica

7 0.1.31.3.1£g_ Syntrophobacter_unclassified

7 0.1.31.3.15f _Syntrophorhabdaceae_unclassifie
7 0.1.31.3.15Es__aromaticivorans

7 0.1.31.3.1E0__ Syntrophobacterales_unclassified
7 0.1.31.3.1€0__[Entotheonellales] unclassified
7 0.1.31.4.1..c_ Epsilonproteobacteria_unclassifid
7 0.1.31.4.2.f  Campylobacteraceae_unclassified
7 0.1.31.4.2..s__cryaerophilus

7 0.1.31.4.2. g__Sulfurospirillum_unclassified

7 0.1.31.4.2.:f _Helicobacteraceae_unclassified

7 0.1.31.4.2.;s__kujiense

7 0.1.31.4.2.:s__lithotrophicum
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70.1.31.4.2.
7 0.1.31.5.1.
7 0.1.31.5.2.
7 0.1.31.5.3.
7 0.1.31.5.3.
7 0.1.31.5.3.
7 0.1.31.5.3.
7 0.1.31.5.3.
7 0.1.31.5.3.
7 0.1.31.5.3.
70.1.31.5.4.
70.1.31.5.4.
70.1.31.5.4.
7 0.1.31.5.4.
70.1.31.5.4..
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.5.
7 0.1.31.5.6.
7 0.1.31.5.6.
7 0.1.31.5.6.
7 0.1.31.5.6..
7 0.1.31.5.6..
7 0.1.31.5.6..
7 0.1.31.5.6..
7 0.1.31.5.6..

o_ Campylobacterales_unclassified
c__Gammaproteobacteria_unclassifig
g Acidithiobacillus_unclassified

f Aeromonadaceae_unclassified
g Aeromonas_unclassified
S__caviae

s__hydrophila

s__veronii

s__veronii_bv. sobria

g Tolumonas_unclassified

f 211ds20 _unclassified

f _Alteromonadaceae_unclassified
g Cellvibrio_unclassified

g Rheinheimera_unclassified
o__Alteromonadales_unclassified
f Enterobacteriaceae_unclassified
g Brenneria_unclassified

g Edwardsiella_unclassified

g Enterobacter_unclassified
s__cowanii

S__pyrinus

g Erwinia_unclassified

s_ chrysanthemi

s_ toletana

s__hermannii

S__ascorbata

g Pantoea_unclassified
s__ananatis

S__syringae

s__aquatilis

S__marcescens

f Coxiellaceae_unclassified
g__Aquicella_unclassified

g Rickettsiella_unclassified

f Legionellaceae_unclassified

g_ Legionella_unclassified
s__pneumophila

g Tatlockia_unclassified

o_ Legionellales_unclassified
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7 0.1.31.5.7..g_ Crenothrix_unclassified

7 0.1.31.5.7..f__Methylococcaceae_unclassified
7 0.1.31.5.7..g_ Methylobacter_unclassified

7 0.1.31.5.7.;s__luteus

7 0.1.31.5.7..g_ Methylocaldum_unclassified

7 0.1.31.5.7..g_ Methylococcus_unclassified

7 0.1.31.5.7.;s__capsulatus

7 0.1.31.5.7..g_ Methylomicrobium_unclassified
7 0.1.31.5.7..g_ Methylomonas_unclassified

7 0.1.31.5.7..g_ Methylosarcina_unclassified

7 0.1.31.5.7.;s__fibrata

7 0.1.31.5.7.;s__lacus

7 0.1.31.5.7..0__Methylococcales_unclassified
7 0.1.31.5.8..g__Alcanivorax_unclassified

7 0.1.31.5.9.f Moraxellaceae_unclassified

7 0.1.31.5.9. g Acinetobacter_unclassified

7 0.1.31.5.9.'s__guillouiae

7 0.1.31.5.9.'s__lwoffii

7 0.1.31.5.9.'s__rhizosphaerae

7 0.1.31.5.9..f Pseudomonadaceae_unclassified
7 0.1.31.5.9..g_ Pseudomonas_unclassified

7 0.1.31.5.9.;s__composti

7 0.1.31.5.9.:s__cuatrocienegasensis

7 0.1.31.5.9.;s__umsongensis

7 0.1.31.5.9.:s__veronii

7 0.1.31.5.9.:s_ viridiflava

7 0.1.31.5.9.:s__flexibilis

7 0.1.31.5.9..0__Pseudomonadales_unclassified
7 0.1.31.5.1Cf__Piscirickettsiaceae _unclassified
7 0.1.31.5.1Cf__Thiotrichaceae_unclassified

7 0.1.31.5.11f _Sinobacteraceae_unclassified

7 0.1.31.5.11s__difficilis

7 0.1.31.5.11s__ramosa

7 0.1.31.5.11g__ Steroidobacter_unclassified

7 0.1.31.5.11f _Xanthomonadaceae_unclassified
7 0.1.31.5.11g_ Arenimonas_unclassified

7 0.1.31.5.11s__oryziterrae

7 0.1.31.5.11s__composti

7 0.1.31.5.11g_ Dokdonella_unclassified
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7 0.1.31.5.11g_ Dyella_unclassified

7 0.1.31.5.11s__japonica

7 0.1.31.5.11s__marensis

7 0.1.31.5.11s_ flava

7 0.1.31.5.11s__rhizovicinus

7 0.1.31.5.11g_ Luteimonas_unclassified

7 0.1.31.5.11g_ Lysobacter_unclassified

7 0.1.31.5.11s__brunescens

7 0.1.31.5.11s__ginsengisoli

7 0.1.31.5.11s__ximonensis

7 0.1.31.5.11g_ Pseudoxanthomonas_unclassifie
7 0.1.31.5.11s__mexicana

7 0.1.31.5.11g_ Rhodanobacter_unclassified
7 0.1.31.5.11g__ Stenotrophomonas_unclassified
7 0.1.31.5.11s__acidaminiphila

7 0.1.31.5.11s__geniculata

7 0.1.31.5.11s__retroflexus

7 0.1.31.5.11s__rhizophila

7 0.1.31.5.11s_ fusca

7 0.1.31.5.11g_ Xanthomonas_unclassified

7 0.1.31.5.110_ Xanthomonadales_unclassified
7 0.1.31.6.1.0__CV90 unclassified

7 0.1.31.6.2. 0 PHOS-HD29 unclassified

7 0.1.31.7.1..p__Proteobacteria_unclassified

7 0.1.32.1.1. 0 LF030 _unclassified

7 0.1.32.1.2. 0 LG048 unclassified

7 0.1.32.1.3. 0 SBYZ 6080 _unclassified

7 0.1.32.2.1. 0 PL-11B10 _unclassified

7 0.1.32.3.1..c__Spirochaetes_unclassified

7 0.1.32.3.2.0__M2PT2-76_unclassified

7 0.1.32.3.3..f _Spirochaetaceae_unclassified
7 0.1.32.3.3. g__Spirochaeta_unclassified

7 0.1.32.3.3..s__aurantia

7 0.1.32.3.3. g_ Treponema_unclassified

7 0.1.32.4.1. 0__[Brevinematales] unclassified
7 0.1.325.1. g_ Leptonema_unclassified

7 0.1.32.5.1.:f _Sediment-4_unclassified

7 0.1.325.1.:g_ SJA-88 unclassified

7 0.1.33.1.1..c__SBRH58 unclassified
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7 0.1.33.2.1..c__SJA-4 unclassified

7 0.1.33.2.2..0__S1198 unclassified

7 0.1.34.1.1..c__SC3 unclassified

7 0.1.34.2.1. c__ TM7-1 _unclassified

7 0.1.34.3.1..c__ TM7-3_unclassified

7 0.1.34.3.2. 0_ Blgil8 unclassified

7 0.1.34.3.3..0__ EWO055_unclassified

7 0.1.34.3.4..0__1025_unclassified

7 0.1.34.4.1. p_ TM7_unclassified

7 0.1.35.1.1. p_ TPD-58_unclassified

7 0.1.36.1.1..c__ CK-1C4-19 unclassified

7 0.1.36.2.1..c__Mollicutes_unclassified

7 0.1.36.2.2..g_ Asteroleplasma_unclassified

7 0.1.36.2.3.'s__somnilux

7 0.1.36.2.4. g Mycoplasma_unclassified

7 0.1.36.2.5..0__RF39 unclassified

7 0.1.37.1.1. c_ Opitutae_unclassified

7 0.1.37.1.2. g_ Opitutus_unclassified

7 0.1.37.2.1..f RFP12 unclassified

7 0.1.37.3.1.f _Verrucomicrobiaceae_unclassified
7 0.1.37.3.1. g_ Haloferula_unclassified

7 0.1.37.3.1..g_ Luteolibacter_unclassified

7 0.1.37.3.1..s__debontii

7 0.1.37.3.1..s__spinosum
70.1.37.4.1.f LD19 unclassified

7 0.1.37.4.1..0__Methylacidiphilales_unclassified
7 0.1.37.4.2..0__S-BQ2-57_unclassified

7 0.1.37.5.1..f _Ellin515 unclassified

7 0.1.37.5.1..f _Ellin517 _unclassified

7 0.1.37.5.1..f R4-41B unclassified

7 0.1.37.5.1..g_ Pedosphaera_unclassified

7 0.1.37.5.1./f _auto67_4W _unclassified

7 0.1.37.5.1.10__[Pedosphaerales] unclassified
7 0.1.37.6.1..f _[Chthoniobacteraceae] unclassifi
7 0.1.37.6.1.. g Candidatus_Xiphinematobacter 4
7 0.1.37.6.1..g_ Chthoniobacter_unclassified

7 0.1.37.6.1..g_ DA101_unclassified

7 0.1.37.6.1..g _ OR-59 unclassified

7 0.1.37.6.1..g  heteroC45_4W unclassified
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7 0.1.37.6.1..f _zEL20 unclassified

7 0.1.37.6.1..0__[Chthoniobacterales] unclassifie

7 0.1.38.1.1. p_ WPS-2_unclassified

7 0.1.39.1.1..c__SHA-109 unclassified

7 0.1.40.1.1..f PRR-10_unclassified

7 0.1.40.1.1..0__Sediment-1_unclassified
7 0.1.41.1.1..c__B142 unclassified

7 0.1.41.2.1..c__SC72_unclassified

7 0.1.41.2.2.0__WCHB1-15 unclassified
7 0.1.42.1.1..c__Rs-J96_unclassified

7 0.1.43.1.1..f Deinococcaceae_unclassified
7 0.1.43.1.1. g_ Deinococcus_unclassified
7 0.1.43.1.1. g_ R18-435 unclassified

7 0.1.43.1.1..g_ B-42_unclassified
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MC_CR_3|CF_EC_1 CF_EC 2 CF_EC3 |CF_US_1 CF_US 2 CF_US_3 [CF_CR_1
5342 3580 2430 2117 2551 2303 2413 5139
5342 3580 2430 2117 2551 2303 2413 5139

0 0 0 0 0 0 0 1

0 1 0 1 0 0 0 0

1 6 2 7 1 1 0 4
142 116 76 168 141 56 132 210
389 349 383 330 192 181 226 516
12 29 11 35 8 25 22 28
2 0 0 0 0 2 1 2
183 304 45 66 65 189 42 211
4 12 13 16 5 3 9 7
58 13 9 19 10 14 23 50
258 115 111 251 80 75 114 225
20 18 25 17 8 15 21 25
17 2 1 2 1 0 2 8
13 2 2 3 1 4 6 8
225 330 168 182 346 406 327 400
2 6 3 2 2 4 3 6

2 0 0 2 0 0 0 1

9 28 12 33 8 1 1 10

0 0 0 0 0 0 0 0

0 0 0 0 0 0 0 0

0 0 0 0 0 0 0 0

1 0 0 0 0 1 0 0

0 0 0 1 0 0 0 0

1 1 0 1 0 0 0 0

0 0 0 0 0 0 0 0
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Figure S1. Rarefaction curves of operational taxonomic units (OTUs) observed in the bacterial microbiota of the
rice parts at panicle initiation. Curves for elongated culm (EC) (green), unelongated stem (US) (blue), and crown
root (CR) (red) of manure compost (MC)-applied (A) and chemical fertilizer (CF)-applied (B) rice.
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Figure S2. Shannon and inverse Simpson indices in the bacterial microbiota of the rice parts at panicle initiation.
Box plots for Shannon (A) and inverse Simpson (B) indices in elongated culm (EC), unelongated stem (US), and
crown root (CR) of manure compost (MC)-applied (A) and chemical fertilizer (CF)-applied (B) rice were shown.
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