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Figure S1. (A) Effects of milk EVs on the OTUs of microbiota in the colitis model. (B) Hierarchical 
clustering tree on OUT level 

 

Figure S2. PICRUSt analysis to predict functional profiling of gut microbiota in the colitis model. 
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Figure S3. Summary of lncRNA characteristics, mRNAs expression and circRNAs expression: (A) 
Screening of the protein’s potential in lncRNAs. (B) The types of lncRNAs. (C) Venn diagram of 
expressed mRNAs in DSS and DSS + MID groups. (D) Venn diagram of expressed lncRNAs in DSS 
and DSS + MID groups. (E) Venn diagram of expressed circRNAs in DSS and DSS + MID groups. 

 
Figure S4. The verification of differentially expressed mRNAs using RT-PCR. 


