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Figure S1. Core microbial taxa in PKU gut samples and their relative abundance. Heatmap
showing the prevalence of different microbial taxa in gut samples from individuals with PKU
across varying detection thresholds (relative abundance). The y-axis lists the taxa, and the x-
axis represents the detection threshold in percentage of relative abundance. The color gradient
from red to blue indicates the prevalence of each taxon, with red representing 100% prevalence
and blue representing 0% prevalence.
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Figure S2. Core microbial taxa in oral PKU samples and their relative abundance. Heatmap showing
the prevalence of different microbial taxa in oral samples from individuals with PKU across varying
detection thresholds (relative abundance). The y-axis lists the taxa, and the x-axis represents the
detection threshold in percentage of relative abundance. The color gradient from red to blue indicates
the prevalence of each taxon, with red representing 100% prevalence and blue representing 0%
prevalence.



