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Figure S1 (a).
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Alignment of lukM of seven S. aureus isolates obtained from cases of bovine mastitis. Sequences obtained from whole
genome sequence (WGS) from seven isolates using reference lukM sequence (GenBank accession: 1262967). Isolates were selected
based on CC and LukMF’ production potential (high LukMF’ production = CC479, low LukMF’ producing = CC151, CC133). Black
area indicates consensus region of genes.
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Figure S1 (b). Alignment of [ukF’ of seven S. aureus isolates obtained from cases of bovine mastitis. Sequences were obtained from
whole genome sequence (WGS) from seven isolates using reference lukF sequence (GenBank accession: 1262954)
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Figure S1 (c). Alignment of the putative promotor region (the region of 200 base pairs before the start of [ukM, containing the
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putative Tata box and promoter elements) of lukM-IukF’ operon of seven S. aureus isolates obtained from cases of bovine mastitis
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Figure S1 (d). Alignment of the first 20 nucleotides of rot in 12 S. aureus isolates obtained from cases of bovine mastitis. Sequences of
seven isolates obtained from the genome after whole genome sequencing (labeled WGS), five additional sequences were obtained
from sequenced PCR products (labeled PCR).
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Table S1. Number of S. aureus of different lineages found among bovine isolates, with percentage of lukM-IukF’ positive S. aureus among these
lineages

Portugal Sweden! Germany? Japan Switzerland/Germany  South Africa
Sample Nasal Clinical Subclinical Subclinical L. Subclinical
Lineage swabs mastitis mastitis mastitis Mastitis mastitis
ST133-CC133 20(100) 21(100) 6 (100)
ST124-CC133 13 0)
ST352-CC973 13 (100) 24 (92) 71 (100)
ST97-CC97¢ 13 (85) 9(0) 16 (6) 23 (0) 63 (0)
ST151-CC151 98 (100) 61 (100)
ST705-CC705° 29 (100) 9 (100) 10 (100)
ST479-CC479 1(100) 33 (97)
ST30-CC20¢ 1(0) 14 (0) 9(11)
ST5-CC5 400 20
ST7-CC77 8(0) 1(0) 1(0)
ST398-CC398 8(0) 2(0)
ST8-CC8 1(0) 6(0) 11 (0) 1(0)
ST508-CC45 3(0) 5(0) 3(0) 1(100)
Other CC 2(0) 14 (0) 33 (0) 14 (0)
Total 34 (38) 70 (90) 189 (80) 110 (29) 128 (53) 146 (56)
References [34] [32] [16] [31] [33] [30]

Only Clonal Complex (CC) data available in these studies

Number of S. aureus of this lineage found, with percentage of lukM-IlukF’ positive S. aureus among this lineage in brackets
Includes single locus variant (SLV) ST1366

Includes SLV ST124, ST1367

Includes SLV ST351, ST1363, ST1363, ST1365

Includes SLV ST1368, ST1370

Includes SLV ST789
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