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A. Hyaluronidase A

1 NLNRTNWPKK IFNIYWNVPT YFCHQHDVYF NELTKFDIKY NPKGNYRGDT
51 ISLFYDPGNF PAMVPLENGT YDIRNEGVPQ KGNITVHLQQ FTKELDEIYP
101 KKISGGIGVI NFNKWRPIFR RNVNNLKINK EVSIDLVRKE HPKWDKSMIE
151 TEASNRFEKS ARIFMEKTLK ILAKDIRNKNK WGYHGYPYCP TASTGNPSFD
201 CDALAMNEND KLSWLFKYQD VLLPSVYVKIHI VLKPEEKIGL VRGSVKEAVR
251 ISKKFEHLPK VLSYWWYAYE DKMDTFLTET DVENTFREIL INGGDGIIW

301 GTMHDLNKEK CEKLKQYLST ILGPIAFKVM EAVKKRTPLN F

File3578 Spectrumd424 scans: 7483  Seq: KISGGIGVINENK
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B. Allergen 5

1 NNYCKIKCRS GIHTLCKYGT STKPNCGRSV VEKASGLTKAE KLEILKQHNE
51 FRQKVARGLE TRGNPGPQPP AKSMNTLVWN DELAQIAQVW  ASQCKYGHDN
101 CRNTAKYLVG QNIAEQSTTA ASFEPVSNMV KMWSDEVKDY QYGSSKNKLN
151 DVGHYTQMVW AKTKEIGCGN IKYIENGWHH HYLVCNYGPA  GNIGNEPIYE
201 KK

File3578 Spectrum89s6 scans: 12892  Seq: YLVGQNTAEQSTTAASFEPVSNMVK
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C. Phospholipase Al

1 GLLPKCKLVP EQISFILSTR ENRNGVFLIL DSLKKGGILN KSDLSSTQVV
51 FLIHGFISSA  NNSNYMDMTK ALLEKNDCMV ISIDWRNGAC TNEFQILKFI
101 GYPKAVENTR TVGKYIADFS KLLMQKYKVS LANIRLIGHS LGAQIAGFAG
151 KEYQKFKLGK YPEIIGLDPA GPLFKSNDCS QRICETDAHY VQIIHTSNNL
201 GTERTLGTVD FYMNNGYNQP GCYYSFIGET CSHTRAVQYF TECIRHECCL
251 IGVPQSKNPQ PVSKCTRNEC VCVGLNAKRY PKTGSFYVPV ESKAPYCNNK
301 GKKI

File5309 Spectrum3808 scans: 7492  Seq: SNDCSQRICETDAHYVQIIHTSNNLGTER
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D. Phospholipase Al

1 FNPCPYSDDT VKMIILTREN KKHDFYTLDT IKKHNEFKKS TIKHQVVFIT
51 HGFTSSADTE NFLAMAKALS DKGNYLVILI DWRVAACTEE MSGIQLAYYS
101 YAASNTRLVG NYIATVTKML VQKYNVPMAN IRLIGHSLGA HTSGFAGKKYV
151 QELGLGKYSE IIGLDPAGPS FKSNDCSERI CKTDAHYVQI IHTSNHLGTL
201 VILGTVDFMN NGYNQPGCGL PLIGETCSHT RAVKYFTECI KHECCLIGVP
251 QSKKPQPVSK CTRNECVCVG LNAKTYPKTG SFYVPVESKA PYCNNKGKII

Files311 Spectrumi72l scans: 8354  Seq: YFTECIKHECCLIGVPOSK
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Figure S1. Four proteins in VBV were identified by LC-MS/MS (A-D), and the respective
secondary mass spectrograms of proteins 1 to 4 are displayed below. A) Complete coding
sequence of hyaluronidase A is shown, and a sequence coverage of the matched peptides of
protein 1 in hyaluronidase A is highlighted. B) Complete coding sequence of allergen 5 is
shown, and a sequence coverage of the matched peptides of protein 4 in allergen 5 is
highlighted. C) Complete coding sequence of phospholipase Al is shown, and a sequence
coverage of the matched peptides of protein 2 in phospholipase Al is highlighted. D) Complete
coding sequence of phospholipase Al protein is shown, and a sequence coverage of the
matched peptides of protein 3 in phospholipase A1l is highlighted.
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A. Peptidyl-prolyl cis-trans isomerase

1 MKLLLFLGLV AAASCANNAN GPKVTDKVWEF DIKIGDADAG RIEIGLFGKT
51 VPKTVKNFVE LAKKPEGEGY KGSVFHRVIK DFMIQGGDFT KGDGTGGRSI
101 YGDRTFADENF KILKHYGAGWL SMANAGKDTN GSQFFITVKQ TPWLDGRHVV
151 FGKIIKGMDI VRKIEKTNTD SRDRPQEDVV IADSGAETVA DPFSVSKDDA

File3578 Spectruml287 scams: 3354  Seq: FADENFK
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B. Uncharacterized protein

1 MSYDLRSGMW YFDGGQPEVN LRFTRQYRLL LAPPRAIPKV PRGVPSXXXX
51 XXMVARALIT LINRLEQLT PAPYTKGITD LRGGSRQNRS ANNRLPLIAK
101 QSLLRNVVIT PL

File3578 Spectruml994 scans: 4188  Seq: LPLIAK
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Figure S2. Proteins 5 and 6 match results in the Apocrita database. A) Complete coding
sequence of peptidyl-prolyl cis-trans isomerase is shown, and a sequence coverage of the
matched peptides of protein 5 in peptidyl-prolyl cis-trans isomerase is highlighted. B)
Complete coding sequence of uncharacterized protein is shown, and a sequence coverage of
the matched peptides of protein 6 in uncharacterized protein is highlighted.
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Figure S3. Component 7 of VBV was identified as 5-hydroxytryptamine (5-HT) by NMR. A)

Structural formula of 5-HT. B) 'H NMR spectrum of 5-HT in D20 (400 MHz). C) ®*C NMR
spectrum of 5-HT in D20 (500 MHz).
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Vb-MLP 12a

1 INWKGIAAMA KKIL

File3578 Spectrum6064 scans: 9492  Seq: INWKGIAAMAK
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Figure S4. Component 8 of VBV was identified as Vb-MLP 12a by LC-MS/MS. The sequence
coverage of the matched peptides is highlighted, and the secondary mass spectrograms of Vb-
MLP 12a are displayed below.



