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As shown in Fig. 1, the synthetic cereulide was dissolved in acetonitrile to concentrations of
0.02, 0.05, 0.1, 0.2, 0.5, and 1 ng/mL; 1, 2, 4, 7, 10 and 5 ng/mL with the concentrations of
synthetic ¥Cs-cereulide (internal standard) was 0.15 ng/mL and 5 ng/mL, respectively. These
standard curves were used for the quantification of cereulide at low and high concentrations,

respectively.
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Figure S1 The standard curve of quantifying cereulide standard solution used 3Ce-cereulide as internal

standard. (a) The concentrations of 0.02~1 ng/mL (0.15 ng/mL); (b) 1~15 ng/mL (5 ng/mL).

Table S1. The recovery rate and limit of quantification (LoQ) of cereulide.

Cereulide concentration
Recovery rate (%) LoQ* (ng/g)

(ng/mL)
0.02 103 (+7.4)
0.15 97 (£5.6) 0.10
5 92 (+1.6)

* Limit of quantification, S/N>10; Data represented as the mean + standard deviations of three replicates.



Table S2. Primers developed for RT-qPCR.

Primer Sequence (5’-3) Reference
165rRNA F: GGAGGAAGGTGGGGATGACG Dommel et al.
(rrn) R: ATGGTGTGACGGGCGGTGTG [1]
cesA F: GATTACGTTCGATTATTTGAAG Dommel et al.
R: CGTAGTGGCAATTTCGCAT [1]
cesB F: TTAGATGGTATTCTTCACTTGGC Dommel et al.
R: TTGATACAAATCGCATTCTTATAACC [1]
cesP F: GGTTATGCATCTTGTATACCG Dommel et al.
R: GATGAAGTGGAGATGATATAGAC [1]
codY F: CCACGACGGCTAACTACGAA Lietal 2]
R: GCGTTATTACAGAGCGCAGC '
brB F: TCGTGTAGTAATTCCGATTGAA Lucking et al.
R: TGAAGCTCGTTTAAGATTTGC [3]
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