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Figure S1. Inmune phenotypes predicted by QuanTiSeq for both disease stages.




Biocarta Caspase Pathway Biocarta Cell Cycle
0.6- p = 0.081 0.081

D 0.3
3
a * Group
=
GE’ Hallmarks Apoptosis Hallmarks Cell Cycle ® OLD
S 0.6- p = 0.081 p = 0.081 ® NEW
=
w +

0.3~

0.0-

-0.3-

oLD NEW oLD NEW
Group

Figure S2. Genomic and molecular pathways and processes related to apoptosis and cell cycle for
both disease stages.



Table S1. Ten most common rearrangements for each tumor sample.

m Relative frequencies

CACGCCCTGCAGCCAGAAGACTCAGCCCTGTATCTCTGCGCCAGCAGCCAAGAGGGG CTGGGCTCCTACGAGCAGTACTTCGGGCCG 4.318456%
= 2 1 AACGCCTTGGAGCTGGACGACTCGGCCCTGTATCTCTGTGCCAGCAGCTTGGTAATAGCCCGGTACAATGAGCAGTTCTTCGGGCCA 3.876156%
{ERL 3 1 CACGCCCTGCAGCCAGAAGACTCAGCCCTGTATCTCTGCGCCAGCAGCCAAGAGAGACTAGGAACCTACGAGCAGTACTTCGGGCCG 1.519903%
g 4 1 CTGCTGGGGTTGGAGTCGGCTGCTCCCTCCCAAACATCTGTGTACTTCTGTGCCAGCAGTAAGAACACTGAAGCTTTCTTTGGACAA 1.451548%
% 5 1 CGCACAGAGCAGCGGGACTCOGCCATGTATCGCTGTGCCAGCAGCTTAGGAAAAAGGCAGGGTAACACTGAAGCTTTCTTTGGACAA 1.145959%
-g 6 1 TCTGCCAGGCCCTCACATACCTCTCAGTACCTCTGTGCCAGCAGTAACCTCGGACTAGCGGGAACCGGGGAGCTGTTTTTTGGAGAA 1.125854%
% 7 1 CTGGAGTCGGCTGCTCCCTCCCAGACATCTGTGTACTTCTGTGCCAGCAGGCCGACAGGGGGLG TCTACGAGCAGTACTTCGGGLCG 0.940893%
§ 8 1 CTCACTCTGGAGTCCGCTACCAGCTCCCAGACATCTGTGTACTTCTGTGCCACGAGATGGGGAGG CACTGAAGCTTTCTTTGGACAA 0.940893%
B 9 1 CTGAGCTCTCTGGAGCTGGGGGACTCAGCTTTGTATTTCTGTGCCAGCAGCCCCCCCGCAGCAAACTATGGCTACACCTTCGGTTCG 0.8846%
10 1 CTGCAGCCAGAAGACTCGGCCCTGTATCTCTGTGCCAGCAGCCAAGATTTGGCTAGCGGGAGCTTCGGGGAGCTGTTTTTTGGAGAA 0.583032%
1 1 CTGACCCTGGAGTCTGCCAGGCCCTCACATACCTCTCAGTACCTCTGTGCCAGCAGTGACAGGGGGCAGGGCTACACCTTCGGTTCG 0.375313%
= 2 1 TCTAAGAAGCTCCTTCTCAGTGACTCTGGCTTCTATCTCTGTGCCTGGAGTGCCGGGACAGGGAGGAAGACCCAGTACTTCGGGCCA 0.29191%
g 3 1 CCGCTCAGGCTGGAGTTGGCTGCTCCCTCCCAGACATCTGTGTACTTCTGTGCCAGCACCGACAGCTATGGCTACACCTTCGGTTCG 0.29191%
3 4 1 CTACACACCCTGCAGCCAGAAGACTCGGCCCTGTATCTCTGTGCCAGCAGCGG CCGGGACAGGGACTATGGCTACACCTTCGGTTCG 0.250209%
EP 5 1 ACTCTGAAGATCCAGCCCTCAGAACCCAGGGACTCAGCTGTGTACTTCTGTGCCAGCAGTTTCGGGGGGCAGGAGTACTTCGGGCCG 0.222408%
'% 6 1 GAGTCGGCTGCTCCCTCCCAGACATCTGTGTACTTCTGTGCCAGCAGTTCTGAGAGCTCCTATAATTCACCCCTCCACTTTGGGAAC 0.208507%
§ 1/ 1 CTGGAGTCGGCTGCTCCCTCCCAGACATCTGTGTACTTCTGTGCCAGCACGTACCGTGAATCAGGAGAGACCCAGTACTTCGGGCCA 0.194607%
§ 8 1 CCGCTCAGGCTGGAGTTGGCTGCTCCCTCCCAGACATCTGTGTACTTCTGTGCCAGCACCCCCGGCTATGGCTACACCTTCGGTTCG 0.194607%
e 9 1 GTGAACGCCTTGTTGCTGGGGGACTCGGCCCTCTATCTCTGTGCCAGCAGCTCGGGGACTAGCGAGGGCGAGCAGTACTTCGGGCCG 0.180706%

10 1 ACTCTGACAGTGACCAGTGCCCATCCTGAAGACAGCAGCTTCTACATCTGCAGTGGCCCTAGCGGGGGGACCCAGTACTTCGGGCCA 0.180706%






