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Figure S1. PFGE of HPV+ UMSCC104 cells and HPV+ tonsillar cancer cell
culture following 72 h of treatment with 5-azaC.
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Figure S2. PFGE showing HPV+ cell line UMSCC47 after the treatment with 1
or 10 pM of 5-azaC daily for 3 days.
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Figure S3. PFGE showing HPV-negative cell lines after the treatment with 30
uM of 5-azaC or 2mM of HU.
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Figure S4. 5-azaC-induced DNA DSBs in HPV-positive HNSCC do not
depend on protein synthesis (PFGE) showing HPV-positive UMSCC47 cells
treated with 20 uM of 5-azaC for 72 h with addition of cycloheximide (CHX)

where indicated in the last 12 h.
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Figure S5. (A) Schematic representation of the proteins located on chromatin in HPV+ UMSCCA47 cells
treated or not with 5-azaC. (B) Gene set enrichment analysis (GSEA) of proteins relocated to
chromatin in HPV-positive cells after 5-azaC treatment.
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Figure S6. The uncropped immunoblotting image of Figure 1A.



