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Table S1. The result of Sanger sequencing in the rest of the single normal cells and bulks of 5-10 tumor 

cells 

Sample type 

(Approximate number of 

cells) 

Sanger sequencing (yellow box 

indicates position 7795 of BRCA2) 

Presenting allel(s) (At 

position 7795 of BRCA2) 

Normal (single cell) 
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Normal (single cell) 
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Normal (single cell) 
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Normal (single cell) 

 

G 

Normal (single cell) 
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Normal (single cell) 
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Normal (single cell) 
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Tumor (5-10 cells) 
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Tumor (5-10 cells) 
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Tumor (5-10 cells) 
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Tumor (5-10 cells) 
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