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Snapshot of enrichment results (Hallmark gene sets)
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Figure S1. GSEA enrichment plots showing pathways associated with prognosis in ONB patients. The plots contain the
profile of the running enrichment score (ES green line) and position of gene set members on the rank ordered list in GSEA

(black strokes on the bottom).
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Snapshot of enrichment results (GO gene sets)
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Snapshot of enrichment results (Hallmark gene sets)
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Positive enrichment in CK"%1ve patients group. The plots contain the profile of the running enrichment score
(ES green line) and position of gene set members on the rank ordered list in GSEA (black strokes on the

bottom).

Snapshot of enrichment results (GO gene sets)
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Snapshot of enrichment results (Hallmark gene sets)
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Figure S2. GSEA CKrositive ys CKregative phenotype. Positive enrichment in CKpositive patients group. The plots contain the
profile of the running enrichment score (ES green line) and position of gene set members on the rank ordered list in GSEA

(black strokes on the bottom).


https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_UNFOLDED_PROTEIN_RESPONSE.html
https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_APOPTOSIS.html
https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_PEROXISOME.html
https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_TGF_BETA_SIGNALING.html
https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY.html
https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION.html
https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_KRAS_SIGNALING_UP.html
https://htmlpreview.github.io/?https://raw.githubusercontent.com/biostatUniBS/GERTO/master/Basal_Neuronal_Hallmarks/HALLMARK_GLYCOLYSIS.html

