Table S1. Real-time PCR primers used in gene expression analysis.

Gene Primer Sequence (5’ 2 3) PCR Product (bp)
LPRT Fw GCTATAAATTCTTTGCTGACCTGCTG 140
Rv AATTACTTTTATGTCCCCTGTTGACTGG
Fw TATACAGCGTCAGGCAATTC
DDX23 Rv GACTCTTCGATCCTGTCAAT 147
KRT19 Fw CTGGGCTTCAATACCGCTGA 170
Rv GCAGGTCCGAGGTTACTGAC
CDH1 Fw AGTGCCTGCTTTTGATGATG 338
Rv AGCTTGAACTGCCGAAAAATC
KRTS Fw ATGTTGTCCATGTTGCTTCG 195
Rv ACCCTCAACAAGTTTGCC
MUC1 Fw CTGGTCTGTGTTCTGGTTGC 250
Rv CCACTGCTGGGTTTGTGTAAG
VIM Fw GCAGAAGAATGGTACAAATCCA 144
Rv TTTAAGGGCATCCACTTCACA
Fw CCAATCGGAAGCCTAACTAC
SNAIL Rv GCGGTGGGGTTGAGGATCTC 124
SLUG Fw AGAAGGTTTTGGAGCAGTTTITG 160
Rv TGGTTGCTTCAAGGACACAT
ZEBI Fw GAACAGTGTTCCATGCITAAGAGCG 217

Rv

GGGCGGTGTAGAATCAGAGTCATTC
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Figure S1. The heatmap of relative motility genes expression. The fold change expression of 5 groups of genes from the
RT2 Profiler PCR Array "Cell Motility" in Colo357-PDX1 over Colo357-Control and PANC-1-PDX1 over PANC-1-
Control cells. Green - increased expression level over control, blue - decreased level. The data are shown as the mean of
relative expression (n=3). *p <0.05, **p<0.01, Manna-Whitney test.



