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Uncropped Western blots for Figure S1C
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Uncropped Western blots for Figure 1A
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Uncropped Western blots for Figure 1A bar graph-data set 1
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Uncropped Western blots for Figure 1A bar graph-data set 2

kDa
-~180-
|- ~130 -

SKBR3cells,24h (1) NIC-Con, (Z) NIC-ERBB2
-CQ +CQ -CQ +CQ

QOO D

——100+
|- 7o 1

- .55 -
|——40 -
|- .35
- s

- 15

ANIIR NS

- —10

3 Gel: 4-12% Tris-glycine (SDS-PAGE)

LC3B-I (16KDa)
LC3B-II (14 KDa)
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Intensity Intensity | Intensity Intensity .~ Relative
| Area Mean (-background)  Area Mean (-background)
SKBR3  Background 1856 100.922 . 2940 98.075 |
Control ~~ NIC-Con 1856 132.922 32 . 2940 108.207 8.132 0.254125 0.135395
Control NIC-ERBB2 1856 130.711 29.789 2940 109.973 11.898 0.39940918 0.2128
ca NIC-Con 1856 126.085 25.163 2940 145.304 47.229 1.87692247 1
ca NIC-ERBB2 1856 133.341 32.419 2940 120.869 22.794 .7031062 0.374606
ACTB ACTB p62 p62 ~ p62/ACTB
Intensity Intensity Intensity Intensity Relative
Area Mean (-background) Area Mean (-background)
SKBR3  Background 1856 100.922 . 3268 97.994 |
Control ~ NIC-Con 1856 132.922 32 . 3266 105.155 7.161 0.22378125 0.074508
Control ~ NIC-ERBB2 1856 130.711 29.789 . 3286 110.055 12.061 0.404881 0.134805
ca NIC-Con 1856 126.085 25.1863 3266 173.57 75.576 3.00345746 1
ca NIC-ERBB2 1856 133.341 32.419 3266 131.697 33.703 1.0396064 0.346137
ACTB ACTB LC3ll LC3II
Intensity Intensity Intensity Intensity Relative
Area Mean (-background) Area Mean (-background)
SKBR3 Background 1856 100.922 2940 98.075
No AA NIC-Con 1856 129.539 28.617 . 2940 101.484 3.409 0.119125 0.075218
No AA  NIC-ERBB2 1856 137.82 36.828 . 2940 103.588 5513 0.14941189 0.094342
No AA+CQ  NIC-Con 1856 147.701 48.779 . 2940 172.16 74.085 1.58372347 1
Ne AA+CQ NIC-ERBBZ2 1856 145.685 44.763 . 2940 134.051 35.976 0.80369948 0.507475
ACTB ACTB p62 p62 52/ACTB
Intensity Intensity Intensity Intensity Relative
Area Mean (-background) Area Mean (-background)
SKBR3 Background 1856 100.922 3266 97.994
No AA NIC-Con 1856 129.539 28.617 3266 105.173 7179 0.25086487 0.180214
No AA NIC-ERBB2 1856 137.82 36.898 3266 108.388 10.404 0.2819665 0.202557
Ne AA+CQ NIC-Con 1856 147.701 48.779 3266 163.112 65.118 1.39203489 1

No AA+CQ NIC-ERBB2 1856 145.685 44.763 3266 139.703 41.709 0.83177401 0.669361



Uncropped Western blots for Figure 1A bar graph-data set 3
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Uncropped Western blots for Figure 1A bar graph-data set 4
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ACTB ACTB - Lesl Lc3ll  [CSHAGTE
~ Intensity Intensity ~ Intensity Intensity Relative
Area  Mean  (-background) Area Mean (-background)

SKBR3  Background 1288  91.355 1624 93.18
Control NIC-Con 1288 12843 37.075 1624  102.255 9.075 0.24477411
Control  NIC-ERBB2 1288  130.464 39.109 1624 108432 15.252 0.38998696
cQ NIC-Con 1288  122.364 31.009 1624  171.708 78.526 2.53236157
cQ NIC-ERBB2 1288  151.491 60.136 1624  172.465 79.285 1.31842823
No AA NIC-Con 1288  141.188 49.833 1624 122922 29.742 0.59683342
NoAA  NIC-ERBB2 1288 1435819 52.264 1624 127.023 33.843 0.64753942
No AA+CQ  NIC-Con 1288  123.578 32.223 1624  183.771 70.591 2.19070229

No AA+CQ NIC-ERBB2 1288  139.143 47.788 1624  170.046 76.866 1.60847912




Uncropped Western blots for Figure 1A—data set 5
for bar graph
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[ ACTB ACTB LC3ll Lcan  [ICEIAGTE
' Intensity Intensity Intensity Intensity  Relative
Area Mean (-background)  Area Mean (-background)
SKBR3  Background 2048 93.457 . 2432 94.582 _
Control ~ NIC-Con 2048 144.187 50.73 2432 122.211 27.629  0.54462842
Control ~ NIC-ERBB2 2048 142.92 49463 2432 122.316 27.734  0.56070194
caQ ~ NIC-Con 2048 148.491 55.034 2432 152.578 57.986  1.05382127
cQ ~ NIC-ERBB2 2048 143.132 49875 = 2432 132.431 37.849  0.76193256
NoAA  NIC-Con 2048 152.661 59.204 2432 114.011 19.429  0.32817039 |

No AA  NIC-ERBB2 2048 169.542 66.085 2432 117.925 23.343  0.3532269
Ne AA+CQ  NIC-Con 2048 167.849 74392 = 2432 147.94 53.358  0.71725454 |
No AA+CQ NIC-ERBB2 2048 161.312 67.855 2432 130.232 35.65 0.52538501 | 0.7




Uncropped Western blots for Figure 1A for bar graph

SKBR3 24h IS set(1) Set(2) Set(3) Set(4) Set(5) mean sD p (vs NIC-con) p (vs Control)
NIC-Con Control 0.068371  0.1354 0.111294  0.096658 0516813  0.1857062  0.186679697
NIC-ERBB2 Control 014333  0.2128 0.312248  0.154001 0.532065  0.2708888  0.160848611
NIC-Con ca 1 1 1 1 1 1 0 0.000618925
NIC-ERBB2 cQ 0.52578  0.37461 051577 0520632  0.723019  0.5319614  0.124189829 0.001085728 0.022051437
p62 Set(1) Set(2)  Set(3) mean sD
NIC-Con Control 0.635454 0.07451 0.305653 0.338538333 0.281915213
NIC-ERBB2 Control 0.570563  0.13481 0.612099 0.439155667  0.264392334
NIC-Con ca 1 1 1 1 0 0.055551586
NIC-ERBB2 ca 0.674925 0.34614 0.432394 0.484485333 0.170471457 0.034571107 0.817178121
SKBR3 24h LC3ll Set(1) Set(2)  Set(3) Set(4) Set(5) mean sD p (vs NIC-con) p (vs Control)
NIC-Con No AA 0.195531 0.07522 0.238002  0.272439 0457537  0.2477454  0.138932781
NIC-ERBB2 No AA 0.14639  0.09434 0423185  0.295585  0.492471 0.2903946  0.171514612
NIC-Con No AA+CQ 1 1 1 1 1 1 0 0.000266976
NIC-ERBB2 No AA+CQ  0.638141 0.50748 0696033  0.73423 0.732495  0.6616748  0.094593422 0.001325423 0.005010992
SKBR3 24h p62 set(1) Set(2)  Set(3) mean sD
NIC-Con No AA 0576475 0.18021 0544804 0.433831 0.220208878
NIC-ERBB2 No AA 0.497838 0.20256 0.574291 0.424895333  0.196308472
NIC-Con No AA+CQ 1 1 1 1 0 0.046906618
NIC-ERBB2 No AA+CQ  0.738579 0.66936 0.551088 0.653009333  0.094809027 0.023993286 0.171249962
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Uncropped Western blots for Figure 2A
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Uncropped Western blots for Figure 2B
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Uncropped Western blots for Figure 2C
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Uncropped WesteAn blots for Figure 3A
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Uncropped Western blots for Figure 3B
NIH3T3cells, 24 h
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Uncropped Western blots for Figure 3B
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Uncropped Western blots for Figure 3B
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Uncropped Western blots for Figure 3B
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Uncropped Western blots for Figure 3C
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Uncropped Western blots for Figure 4B (ULK1)
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Uncropped Western blots for Figure 4B (FIP200)
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Uncropped Western blots for Figure 4B (BECN1)
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Uncropped Western blots for Figure 4B (ATG7)
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Uncropped Western blots for Figure 4B (ATG5)
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Uncropped Western blots for Figure 4B (ATG12)
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Uncropped Western blots for Figure 6A
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Uncropped Western blots for Figure 6B
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Figure in the main text
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LC3B-l 15
LC3B-lI

LC3B-1 (16 KDa)

15 LC3B-I I(14 KDa)
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70
55
40
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55

ACTB 40 ACTB (42 KDa)

ACTB  ACTB LC3ll LC3ll LC3II/ACTB
24 h Intensity ~  Intensity Intensity Intensity Relative
SKBR3 Area Mean  (-background) Area  Mean  (-background)
1612 92.79 2146  95.057

1612 161.129  68.339 2146 112.813 17.756 0.259822356 0.457365
1612 162426  69.636 2146 113.713 18.656 0.267907404 0471597

1612 157613  64.823 2146 131.882 36.825 0.568085402 1
1612 157.621  64.831 2146 115.993 20.936 0.322931931
ACTB  ACTB LC3ll LC3ll LC3I/ACTB
24 h Intensity  Intensity Intensity Intensity Relative
SKBR3 Mean  (-background) Mean  (-background)
background 2048 93.457 2432 94582

2048 148904 55447 2432 131.086 36.504 0.658358432 0.453636
2048 148595  55.138 2432 143246  48.664 0.882585513 0.608137
2048 149917  56.46 2432 176.522 81.94 1.451292951 1

2048 151101  57.644 2432 14385 49268 0.854694331 |0,




Uncropped Western blots for Figure 6C
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24 h Intensity Intensity Intensity Intensity Relative
MDA-MB-231 cells  Area Mean  (-background) Area  Mean  (-background)
background 1612 9279 2146  95.057
ECTO 1612 187.523  94.733 2146 127.892 32.835 0.346605723  0.652937
1612 176.122  83.332 2146 127697 32.64 0.391686267  0.73786
1612  188.344  95.554 2146 145.781 50.724 0.5308412 1
1612 191205 98415 2146 160406  65.349 0.664014632
ACTB ACTB LC3ll LC3ll LC3II/ACTB
24 h Intensity Intensity Intensity Intensity Relative
MDA-MB-231 cells Mean  (-background) Mean  (-background)
background 1612 9279 2146 95.057 _ _
IR+ 1612 164322  71.532 2146 114.664 19.607 0.274101102  0.718804
1612 163433  70.643 2146 115.411 20.354 0.288124797  0.75558
1612  166.532  73.742 2146 123.177 2812 0.3813295 1
1612  163.858  71.068 2146 136.208  41.151 0.579036979 | 1.5




Uncropped Western blots for Figure 7A
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ACTB ACTB LCall LC3Il  LC3II/ACTB
4h Area Intensity  Intensity ~ Area Intensity Intensity Relative
SKBR3 Mean  (-background) Mean  (-background)
background 11700 11531 3444 93.862

11700 181019 65709 3444 107997 14135 021511513 023489
11700 184265 68955 3444 114931 21069 03055471 0.33363
11700 188.185 72875 3444 160603  66.741  0.91582847 1

| 11700 192.219 76.909 3444 106.025 12163 0.15814794 |




Uncropped Western blots for Figure 7C
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4h Area Intensity  Intensity  Area Intensity Intensity Relative
MDA-MB-231 cells Mean  (-background) Mean  (-background)
[ ckgrond 931 120.656 14742 119.223

931  137.803 17.147 14742 123.677 4454  0.25975389 0.22412
| 931 146.69 26.034 14742 148.676 29453  1.13132826 0.97612
| 931 145617 24961 14742  148.153 2893  1.15900805 1
| 931 141576 2092 14742 158176 38.953  1.86199809 | 1.




H kD
Uncropped Western blots for Figure 8A - R
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ACTB ACTB ERBB2 ERBBZ2 ERBEBEZ/ACTE
24 h Area Intensity Intensity Area Intensity Intensity Relative
Mean (-background) Mean (-background)
1785 132.337 3712 106.12
1785 136.336 3.999 3712 135.719 29.599 7.4016004
1785 137.818 5.481 3712 123.341 17.221 3.141944501 m
ACTB ACTEB ERBB2 ERBBZ2 ERBB2/ACTE
24 h Area Intensity Intensity Area Intensity Intensity Relative
SKBR3 Mean (-background) Mean (-background)
background 2706 106.572 3965 99.092
2706 139.213 32.641 32965 169.326 70.234 2.151711038
2706 128.352 21.78 2965  127.096 28.004 1.285766758 m
ACTE ACTE ATG12 ATG1Z2 ATG12/ACTE
24 h Area Intensity Intensity Area Intensity Intensity Ralative
SKBRS3 Mean {-background) Mean (-background)
background 1368 100.659 290 23.151
I 1368 127.022 26.363 990 141.964 48.813 1.851572279
1368 132.212 31.553 290 138.58 45.429 1.439768009 m
ACTEB ACTE ATG12 ATG12 ATG12/ACTE
24 h Area Intansity Intansity Araa Intansity Intensity Relative
SKBR3 Mean (-background) Mean (-background)
background 1268 100.659 1888 100.41
| ) 1368 125.951 25.292 1888 132.916 32.506 1.285228531 1

1368 123.178 22.519 1888 122.699 22.289 0.989786403 | 0.77 |



Uncropped Western blots for Figure 8C
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Uncropped Western blots for Figure 8D
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Figure in the main text

LC3B-1 (16 KDa)
LC3B-1I (14 KDa)

ACTB (42 KDa)

| ~ ACTB  ACTB | - Lcan LC3ll LC3INACTB
24 h Area Intensity  Intensity =~ Area |Intensity  Intensity Relative
SKBR3 - Mean  (-background) - Mean (-background)
background 1121 85.228 3328 97.43 . ‘ |
1121 130.368 45.14 3328 102.035 4605  0.10201585 0.079
1121 124242 39.014 3328 101565 4135  0.105987594 0.082
1121 123829 38601 3328 147306 49876  1.292090878 1
1121 12305  37.822 3328 11515 1772 0.4685103910.363
| ~ ACTB ACTB | - Lc3n Lc3ll  LC3INACTB
24h Area Intensity  Intensity =~ Area |Intensity  Intensity Relative
SKBR3 - Mean  (-background) - Mean (-background)
background 1525 86711 3074 95.655 _
No A 1525 126169 39458 3074 10134 5685  0.144077247 0.063
1525 123603  36.892 3074 101697 6.042 0163775344 0.072
1525 119.873 33162 3074 171271 75616  2.280200229 1

1525 124517  37.806 3074 125936 30281  0.80095752 |0.361



