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Number of cases Variable - Outcome analysis
BCL6- n (%) BCL6-rerrangement
rearrangement Chi-squared 5.7918
0 6 (31.6%) p-value 0.02
1 13 (68.4%) Hazard ratios with 95% Confidence Interval
Factor 0 1
BCL2- n (%) 0 - 0.2659
rearrangement (0.04496 to 1.5720)
0 9 (47.4%) 1 3.7613 -
(0.6361 to 22.2400)
1 10 (52.6%)
BCL2-rearrangement
Chi-squared 0.4977
p-value 0.48
Hazard ratios with 95% Confidence Interval
BCL6*BCL2 Factor 0 1
BCL6- BCL2- n (%) 0 - 1.4605
rearrangement rearrangement (0.4831 to 4.4155)
0 0 0(0.0%) 1 0.6847 -
(0.2265 to 2.0701)
1 6 (31.6%)
1 0 9 (47.4%)
1 4(21.0%)
Table S1. Extranodal involvement.
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Figure S1. Multi-gene expression (DEL/TEL) confer poor prognosis. Kaplan-Meier curves showing the differential effect
of DEL/TEL or non-DEL/TEL on the (A) overall or (B) progression-free survival of our DLBCL cohort (1 = 282). DHL,
double hit lymphoma; THL, triple hit lymphoma; DEL, double expressor lymphoma; TEL, triple expressor lymphoma; X?,

chi-square.
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THL 1 (50.0%) 1 (50.0%) 1381.0 74.2
Overall 10 (83.3%) 2 (16.7%) 814.3 240.8
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BCL2-DHL 5 1 0 0 0
BCL6-DHL 6 4 2 1 0
THL 2 2 2 0 0
Group No. events No. censored Mean Std Error
BCL2-DHL 5 (100.0%) 0 (0.0%) 274.0 156.2
BCL6-DHL 3 (50.0%) 3 (50.0%) 1137.7 329.7

THL 1 (50.0%) 1 (50.0%) 1368.5 83.1

Overall 9 (69.2%) 4 (30.8%) 813.5 200.2

Figure S2. Age-adjusted survival analysis. Kaplan-Meier curves showing the differential effect of BCL2-DHL, BCL6-DHL
or THL on the overall survival of our DLBCL cohort (1 = 282) (A) younger than, or (B) older than 60 years. Kaplan-Meier
curves showing the differential effect of BCL2-DHL, BCL6-DHL or THL on the Progression-free survival of our DLBCL
cohort (n = 282) (C) younger than, or (D) older than 60 years. DHL, double hit lymphoma; THL, triple hit lymphoma; X2,

chi-square.



