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FigureS1. Il4 and Il5 transcript levels in tongue tissues from 4NQO-treated mice. mRNA levels of 
Il4 and Il5 in the tongue tissues of mice treated with vehicle (control) or 4NQO were assessed at 
the indicated time points by qRT-PCR. Relative mRNA levels were normalized to 18S rRNA. Each 
column and bar represents the mean ± SD (n = 6). Statistically significant differences in mRNA 
expression in 4NQO-treated mice relative to control mice are indicated. Fold induction of mRNA 
expression in tongue tissues from mice treated with 4NQO relative to that in control mice is 
shown above the column. 

 
Figure S2. Gata3 transcript levels in tongue tissues from 4NQO-treated mice. The mRNA levels of 
Gata3 in the tongue tissues of mice treated with vehicle (control) or 4NQO were assessed at the 
indicated time points by qRT-PCR. Relative mRNA levels were normalized to 18S rRNA. Each 
column and bar represents the mean ± SD (n = 6). Fold induction of mRNA expression in the 
tongue tissue from mice treated with 4NQO compared to that in control mice is shown above the 
column. 



 
Figure S3. The transcript levels of Th2/Treg-associated chemokines/cytokines and Ccr4 in dysplasia and SCC tongue tissue 
at 28 weeks after 4NQO treatment. mRNA levels in the tongue tissue of control mice or in the dysplasia or SCC lesions 
were assessed by qRT-PCR: Ccl17 (A); Ccl22 (B); Il10 (C); and Ccr4 (D). Relative mRNA levels were normalized to 18S 
rRNA. Each column and bar represents the mean and SD (n = 6) for the control and for dysplasia and SCC mice (n = 3 
each). Statistically significant differences in the mRNA expression of 4NQO-treated mice compared to control mice are 
indicated. Fold induction of mRNA expression in the tongue tissues from mice treated with 4NQO compared to that in 
control mice is shown above the column. 

  
Figure S4. Correlations between transcript levels of Il10 and CD8+ cells in tongue tissues from 
4NQO-treated mice. mRNA levels of Il10 in tongue tissues from each mouse were assessed for 
correlations with infiltrated CD8+ cells via Spearman’s rank correlation coefficient analysis. 

 

  



Table S1. Gene lists for the RT2 Profiler PCR Array. 

 



 

  



Table S2. PCR primers and probes for qRT-PCR. 

 


