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Supplementary Figure S1: Non-linear fit of MTT assay data. Graphs representing the 
normalized absorbance relative to drug concentration with various combinations of drugs 
(sunitinib, cabozantinib, carboplatin/etoposide, and axitinib) and cell types. Each data point 
on the graphs represents the mean +/-SEM of at least four technical replicates. A 
representative example of at least three experimental replicates is presented. 
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Supplemental Figure S2: Proliferation index of MB and normal cell lines continuously 
treated for 120 hours with the indicated concentrations of each compound (***: p<0.001, **: 
p<0.01, *: p<0.05, n.s.: non-significant, one-way Anova test comparing control conditions to 
the other experimental conditions). 
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Supplemental Figure S3: Axitinib and etoposide reduce the growth of MB spheroids. (A) 
Dot plots showing the endpoint size measurements of spheroids generated with the D283 MB 
cell line and continuously treated with 5µM axitinib (Axi.) or 1µM etoposide (Eto). Controls 
were all treated with a concentration of DMSO corresponding to the one used as vehicle for 
the drugs. (B) Growth curves of spheroids generated with the indicated cell lines and treated 
as indicated above (results presented are mean +/- SEM from at least 3 independent 
experiments, ***: p<0.001, one-way ANOVA test). 
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Supplementary Figure S4: Expression of axitinib kinase targets in MB cases. The
expression level of axitinib described kinase targets across the four subgroups of MB was
extracted from the transcriptomic data obtained by Cavalli and colleagues27.
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Supplementary Figure S5: VEGFAexpression in MB cell lines. Dotplot presenting the
expression level ofVEGFAmeasured by ELISA in 2D cultures of four MB cell lines. The
concentration level ofVEGFAis expressed in pg per mL per million cells per 24 hours.
(results presented are from at least 3 independent experiments, bars represent the mean +/-
SEM, ***: p<0.001, one-way ANOVA test).
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Supplementary Figure S6: Axitinib/etoposide combination reduce tumor growth and increase survival in an HD-MB03 orthotopic tumor 
model. (A) Luminescence image of mice after 16 days of orthotopical tumor growth (5 representative mice are presented for each treatment). (B) 
Quantification of the luminescence of the tumors presented in panel (B) (horizontal lines and errors bars represent the mean +/- SEM; *: p<0.05, 
Mann-Whitney test). (C) Survival curves of mice orthopically implanted with HD-MB03 in the cerebellum. Day 0 corresponds to the beginning 
of the treatment (black: control treatment; red: axitinib/etoposide combined treatment, p value of a Log-rank test is indicated). 
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Supplementary Figure S7: Treatment onset decision based on luciferase activity in the 
tumors. Tumoral luminescence was measured twice weekly after injection of the cells. 
Randomization of the animals and beginning of the treatments (black arrows) were done when 
two consecutive measurements showed an increase (black lines are individual measurements 
for each animal; red lines are mean luminescence, error bars represent SEM). 
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Supplemental Figure S8: Individual growth curves of experimental tumors. (A) The growth of intra-cranial tumors generated with HD-
MB03 MB cells was measured by B.L.I. (B) The growth of sub-cutaneous tumors generated with HD-MB03 was measured based on the tumor 
volume. The mean growth rate estimated by linear regression method is represented on the graph by a dotted red line that crosses the x axis at the 
level of the median survival. Outliers are presented as a dotted black line. (C) The growth of sub-cutaneous tumors generated with DAOY was 
measured based on the tumor volume. Outliers are presented as a dotted black line. 
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Supplementary Figure S9: Tumor growth rate evaluation by a linear regression method. 
Growth curves were generated for each individual HD-MB03 subcutaneous tumor starting 
from the first measurement over 200mm3. A linear regression fit method was used to estimate 
the average growth rate of each tumor (estimated slopes+/- SEM). The corresponding R2 
values are presented in the table aside the corresponding growth curves).
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Supplementary Figure S10: Antibody arrays for the screening of potential axitinib targets in MB cells. Several antibody arrays spotted 
with antibodies targeting phosphorylated proteins were used to screen for phosphorylation inhibition in DAOY and D458 cells treated with 
10µM axitinib over 24 hours.  
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