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Figure S1. IPTG treatment of WT INA-6–MSC-hTERT co-cultured cells did not affect RUNX2 ex-

pression, Upper panel: schematic representation of the experimental design. The figure was drawn 

using Servier Medical art templates licensed under a Creative Common Attribution 3.0 Generic Li-

cense. http://smart.servier.com/ accessed on 09/01/2022. qRT-PCR analysis of CSNK1A1 and RUNX2 

mRNA in both INA-6 WT (middle panel) and in MSC hTERT WT cells (lower panel). CK1α profi-

cient INA-6 WT cells were treated with IPTG 500μM for 1 week and subsequently grown on a feeder 

layer of CK1α proficient MSC hTERT WT in the continuous presence of IPTG for additional 3 days. 

Data represent mean±SD of n=3 independent experiments. GAPDH was used as housekeeping gene. 
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Figure S2. Original blots relative to the Western blotting analyses. 




