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Figure S1. Correlation analysis between LETM2 expression and signaling pathway.
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Figure S2. Correlation analysis between LETM2 expression and immune infiltration.
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Figure S3. Source Western-blot Images for Figure 3A.
The quantification analysis for the western-blot could be found in Table S7.
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Figure S4. The bioinformatic analysis of relative expression of LETM2 in PAAD cell lines
via CCLE database.
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Figure S5. Source Western-blot Images for Figure 4A.
The orange, black, and purple frame indicates three independent experiments. The quantification
analysis for the western-blot could be found in Table S9.
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Figure S6. Source Western-blot Images for Figure 4D.
The orange, black, and purple frame indicates three independent experiments. The quantification
analysis for the western-blot could be found in Table S10.
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Figure S7. Source Western-blot Images for Figure 5A.
The orange, black, and purple frame indicates three independent experiments. The quantification
analysis for the western-blot could be found in Table S11.
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Figure S8. Source Western-blot Images for Figure 6E.
The orange, black, and purple frame indicates three independent experiments. The quantification
analysis for the western-blot could be found in Table S12.



