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Figure S1. MicroRNAs associated with the survivin pathway. Target scan results depict miRNAs that correspond to human XIAP, MCL1, ABCA10 and BIRC5.  
 



 

2 

  
 
Figure S3. MicroRNA upregulation in the MSTO-211H and VMC23 cell lines following miRNA mimic transfection. Graphs depicting the fold change in miRNA expression in 
(A) MSTO-211H and (B) VMC23 cells following 24 h of 1 nM miRNA transfection. The post-transfection miRNA levels were quantified with respect to the miRNA levels of the 
untransfected control cells (normalised to a value of 1 but not shown on the graphs). Error bars represent the mean ± SD, as determined from three experimental replicates. 
Statistically significant fold changes in miRNA expression were determined via a Student’s t-test, whereby a pvalue of ≤ 0.05, ≤ 0.005, ≤ 0.0005 and ≤ 0.00005 is indicated on the 
graphs as *, **, ***, and ****, respectively.  
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Figure S4. Reduction in expression of the ABCA6 and ABCA10 genes following siRNA treatment of the 
MSTO-211H cell line. The ABCA6 and ABCA10 mRNA levels of the untreated MSTO-211H control cells 
were normalised to a value of 1, as indicated by the horizontal line on the graph.  
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