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Figure S4. Increases in S100A8 gene expression in 
BCs with S100A8 gene amplification. BCs without 
(Diploid) and with S100A8 gene amplification along 
with S100A8 gene expression were downloaded from 
TCGA and MEBRAIC dataset from cBioPortal. 
S100A8 mRNA levels in the indicated groups were 
graphed. ** p < 0.01 in comparison to tumors without 
S100A8 gene expression by Mann-Whiney U test. C. 
IHC images of one normal breast tissue and 4 typical 
individual BC tissues stained for the indicated 
proteins were downloaded from the Human Protein 
Atlas ( ). The marked h�ps://www.proteinatlas.org/
regions were enlarged 2.3 folds.
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